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NTDB id 56681 OCU78 RS05090 WP 137372478.1 MDKPLLKDSMKLFESLGKIKSRSMFGGFGLFADETMFALVVNDQLHIRADKNSADQFKQQGFQPYVYKKRGFPVVTKYFALPNNI 85
NTDB id 1302 VF RS08130 WP 005419819.1 MDKPVLKDSLRLLSSLGKITSRSMFGGFGIFIDDTMFALVVQDKLHLRASDETINLFKEQGFEPYVYKKRGFPVVTKYFAISPEC 85
consensus !!!!*!!!!**! !!!!! !!!!!!!!!*! !*!!!!!!!*! !!*!! * !! !!! !!!!!!!!!!!!!!!!!*** *
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LKDLPNLRLATERMLKKAGIDTSTVEERLKYENFTGSVNAYKNAIQRQSTHSSDSVSDLELLWAS
NTDB id 56681 OCU78 RS05090 WP 137372478.1 LQDLQQTLNLAEVSLNFAKDEKKEQSSAKPNRLKDLPNLRLATERMLKKAGIDSVERLYEFGSVNAYNAIRQSHSSDVSLELLWA 170
NTDB id 1302 VF RS08130 WP 005419819.1 WDEPDSILIQAVVALDVAKKDKEKQKSAGPSRIKDLPNLRLATERMLKKAGITTVEELKNTGSVNAYKAIQQTHSSSVSDELLWS 170
consensus ** ! ! ! ! !! *! ! !! ! !*!!!!!!!!!!!!!!!!!!! *!! ! !!!!!! !! !*!!! !! !!!!
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NTDB id 56681 OCU78 RS05090 WP 137372478.1 LEGAIKGMHWSVIPQQRREELISRIN 196
NTDB id 1302 VF RS08130 WP 005419819.1 LEGAIKGMHWSVISAETRNELRKQL. 195
consensus !!!!!!!!!!!!!* ! !! **

X non conserved

X similar

X ≥ 50% conserved


