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MATETNFSQLYGLAYAAYGQGNYQEASSHI EQLAADFPEDPNVLLLRGHIYVGLEQYALAHQAYQGVIRFSDRQDL IDCANQALG
NTDB id 56680 C427 RS28705 WP 407636133.1 ..................................................................................... 0
NTDB id 1418 SGL RS04210 WP 010871656.1 MATETNFSQLYGLAYAAYGQGNYQEASSHIEQLAADFPEDPNVLLLRGHIYVGLEQYALAHQAYQGVIRFSDRQDLIDCANQALG 85
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logo

QIQEEEPRGNGAKDSLDQDWQSDIDAIDNSMAWETGVFTEEDFGEPTLGRAPSPTNPGMDHPFGRSSASFGTSGARSYE I ENLDW
NTDB id 56680 C427 RS28705 WP 407636133.1 ..................................................................................... 0
NTDB id 1418 SGL RS04210 WP 010871656.1 QIQEEEPRGNGAKDSLDQDWQSDIDAIDNSMAWETGVFTEEDFGEPTLGRAPSPTNPGMDHPFGRSSASFGTSGARSYEIENLDW 170
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SPEAFTDDLDSDDEQTMMPQTGESTFVVPPAFGEGIADFADLAADVSSAGIGGTDGAEYPPYQTWDGGDWSEALGLDDPEALAQA
NTDB id 56680 C427 RS28705 WP 407636133.1 ..................................................................................... 0
NTDB id 1418 SGL RS04210 WP 010871656.1 SPEAFTDDLDSDDEQTMMPQTGESTFVVPPAFGEGIADFADLAADVSSAGIGGTDGAEYPPYQTWDGGDWSEALGLDDPEALAQA 255
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PTPTSGDYGAGNNLPSFDAFEEGVEDELSDFNLTDIAPELPDSSLFSQATNLDIGAVGR IDDTQGGDTVVHGGNAAPPGMATWLK
NTDB id 56680 C427 RS28705 WP 407636133.1 ..................................................................................... 0
NTDB id 1418 SGL RS04210 WP 010871656.1 PTPTSGDYGAGNNLPSFDAFEEGVEDELSDFNLTDIAPELPDSSLFSQATNLDIGAVGRIDDTQGGDTVVHGGNAAPPGMATWLK 340
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PDGAATGDLSSATSPFNDRPTSEVDAGFLGWFTNASLFRKQIYMAIASGVFSGFAVLVLGS IVGLGGTPKDVPAPSGETTTEAPA
NTDB id 56680 C427 RS28705 WP 407636133.1 ..................................................................................... 0
NTDB id 1418 SGL RS04210 WP 010871656.1 PDGAATGDLSSATSPFNDRPTSEVDAGFLGWFTNASLFRKQIYMAIASGVFSGFAVLVLGSIVGLGGTPKDVPAPSGETTTEAPA 425
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EGAPAEGQAPSQTPEEEPGKPSLLNLAFLTAIATAIGVFL INRLLMQQIKS I IDDLQNQFES IYEGNFNVRAKVRSEDELGALTQ
NTDB id 56680 C427 RS28705 WP 407636133.1 ..................................................................................... 0
NTDB id 1418 SGL RS04210 WP 010871656.1 EGAPAEGQAPSQTPEEEPGKPSLLNLAFLTAIATAIGVFLINRLLMQQIKSIIDDLQNQFESIYEGNFNVRAKVRSEDELGALTQ 510
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RFNYI SQVI LTATSEAQERAATTEKVREKLQRQVIRLLDDVEGASRGDLTVQAEVTADELGAVADAFNLTIQNLRE IVLQVKNAA
NTDB id 56680 C427 RS28705 WP 407636133.1 ..................................................................................... 0
NTDB id 1418 SGL RS04210 WP 010871656.1 RFNYISQVILTATSEAQERAATTEKVREKLQRQVIRLLDDVEGASRGDLTVQAEVTADELGAVADAFNLTIQNLREIVLQVKNAA 595
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logo

KQVNNNCKDSESFARNNSSDALRMAEELAVTLNSVQLMTES I ERVAENAREAEEVAHTSSLTALKGGEAVERTVGGI LQIRETVS
NTDB id 56680 C427 RS28705 WP 407636133.1 ..................................................................................... 0
NTDB id 1418 SGL RS04210 WP 010871656.1 KQVNNNCKDSESFARNNSSDALRMAEELAVTLNSVQLMTESIERVAENAREAEEVAHTSSLTALKGGEAVERTVGGILQIRETVS 680
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NTDB id 56680 C427 RS28705 WP 407636133.1 .........................MSSQTNLLALNAAIEAARVGEHGLIFAVVADEVRKLSTRSAQFSDVVQYQL......... 51
NTDB id 1418 SGL RS04210 WP 010871656.1 ETARKVKRLAEASQEISKIVAVISQIASRTNLLALNASIQAARAGEAGRGFAIVADEVRQLADRSAKSLKEIEQIVLQIQSETGS 765
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VMTAMEEGIQQVIDVTDKSEQSKRALEDI I EVSNR INTLVRS ITADTVKQQENSGAVSNVMQS I ELTAQETSQESQRVAGSLQTL
NTDB id 56680 C427 RS28705 WP 407636133.1 ..................................................................................... 51
NTDB id 1418 SGL RS04210 WP 010871656.1 VMTAMEEGIQQVIDVTDKSEQSKRALEDIIEVSNRINTLVRSITADTVKQQENSGAVSNVMQSIELTAQETSQESQRVAGSLQTL 850
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VS I SRDLLTSVERFRVESR
NTDB id 56680 C427 RS28705 WP 407636133.1 ................... 51
NTDB id 1418 SGL RS04210 WP 010871656.1 VSISRDLLTSVERFRVESR 869
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