
logo

MQSNSLDNKSKYLLMVEDTASVAALYRSYLTPLDE IDINIVGTGRDAI ES ILGTHRREIPDL I LLDLRLPDMTGMDVLFYAVKEQKSY
NTDB id 56679 OCU78 RS04565 WP 137372380.1 MQSNSLDNKSKYLLMVEDTASVAALYRSYLTPLEIDINIVGTGRDAIESLTHRIPDLILLDLRLPDMTGMDVLFAVKQKY 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
consensus **************!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!* *! !!!!!!!!!!!!!!!!!!!*!!! !

logo PDEVP I
V
I
VFMTAHGS IDTAVEAMRHGASQDFL IKPCEADRLR I

VTVNNAIRKASTKLKNDSAVDEHNPGKNSQNYQGF IGSSQTMQAQVYRT
NTDB id 56679 OCU78 RS04565 WP 137372380.1 PEVPVIFMTAHGSIDTAVEAMRHGSQDFLIKPCEADRLRITVNNAIRKATKLKNSAEHPGSQNYQGFIGSSQTMQQVYRT 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDN.KNQNYQGFIGSSQTMQAVYRT 145
consensus !*!!**!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!*!!!!!!!!!*!!!! *** !!!!!!!!!!!!!! !!!!

logo IDSAASTSKAS I F ITGESGTGKEVCAEAIHAASKRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAATDERQGAAEALADG
NTDB id 56679 OCU78 RS04565 WP 137372380.1 IDSAATSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATDRQGAAELADG 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADG 225
consensus !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!

logo GTLFLDELCEMDLDELQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAE
NTDB id 56679 OCU78 RS04565 WP 137372380.1 GTLFLDELCEMDLELQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRE 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRA 305
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RGDEDVI E IAYSLLGFYMSKNEEGKADFVRFLSAPEVLVDERFNRQYEWPGNVRQLQNVLRNVVVLNENGKRE IATI
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NTDB id 56679 OCU78 RS04565 WP 137372380.1 RGEDVIEIAYSLLGYMSNEEGKAFVRFSPEVLDRFNQYEWPGNVRQLQNVLRNVVVLNNGKEIAINMLPPPLNQPIENSI 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPIN 385
consensus !!*!!!!!!!!!!!*!! !!!! !!! !*!!**!! !!!!!!!!!!!!!!!!!!!!!! !*!! * !!!!!!!!* *

logo RALKPELAKHQENENDKI
V
S
TVHKDE I FPLW I

MTEKQTAI EQAI EKACDGNIPRAAGTFYLDVSPSTIYRKLQATWNAEKEVKQETKQEKER
NTDB id 56679 OCU78 RS04565 WP 137372380.1 R.LKEKQNEDITVKDIFPLWITEKTAIEQAIKACDGNIPRAAGFLDVSPSTIYRKLQAWNAKEQTQ.... 465
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus !*!* * **!**!!!!!*!!! !!!!!! !!!!!!!!!! *!!!!!!!!!!!!! !! ! ****

X non conserved

X similar

X ≥ 50% conserved


