
logo

MKKPPSKAFGL
M
K
M
N
S

I
L
R
V

F
I
S
T
M

F
N
K
R

C
K
L
Y
F

I
V
L
F
S
T
V
I

I
S
T
F
I
T
V
L

I
F
L
G
L
A
I

F
I
L
A
G
S
V
L
F
S
V
L
S
T
A
F
I
L
P
Q
T

A
L
N
P
S

A
L
V

L
S
T
F
F
L
S
A
E
L
A
A
H
N
P
A
P
I
K
T
SSFESAEHQKSAKNKRFELARVEKFIYNRLQDLNHGQPVTSTSYFWYDFYCQGACEPSDFYIKNQRTVWNKQKDGKGNKDKYI S

G
A
F
V
I
E
I
P
E
V
D
A
I
L
K
Q
A
E

NTDB id 1237 CJE RS01260 WP 002876312.1 .............MKKIISVLI....LALSLLNAKSFEESKKELVKFYNDLGSSYWYDFYCQAPFKVNKKGKYISFEVIK 63
NTDB id 1178 HJ37 RS00640 WP 001082313.1 ..........MNRTNFLVTFLIALFAIPAFAEHPTSFSQAKRFAREIYQDNQSTF....YCGCSYN....ND..GAIDAA 60
NTDB id 1148 A1552VC RS01200 WP 000972596.1 ..........MMIFRFVT.TLAASL.PLLTFAAPISFSHAKNEAVKIYRDHPVSF....YCGCEIRWQG.KK..GIPDLE 61
NTDB id 1303 VF RS02230 WP 011261220.1 ..........MKLIRLLISIIAIGSAFNVLAAPPSSFSKAKKEAVKIYLDHPTSF....YCGCDITWKDKKK..GIPDLQ 64
NTDB id 56661 OCV50 RS12275 WP 261903172.1 MKKPPSKAFGLSVSFCLSILFGLLVTQSVFAAPPSSFSKAKREAVKIYLDHPTSF....YCGCDITWKDKKK..GIPELE 74
NTDB id 1297 VP RS12690 WP 005461720.1 .............MKYLFTLFLFVLSTSAFSAPPSSFSAAKREAVKIYQDHPSSF....YCGCDIQWQG.KK..GVPDLA 60
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NTDB id 1237 CJE RS01260 WP 002876312.1 SDLYAPRNEYTKKGKINQRIKRIEWEHIMPAQNFGKHLPCWKEGGRKACK.NDPTFAKMEADKQNLVPAIGEINGDRSNF 142
NTDB id 1178 HJ37 RS00640 WP 001082313.1 SCGYEP.......RKQPKRGERLEWEHVVSAWEIGHQRQCWQNGGRRNCEKNDPEFSKMVSDLHNLVPSVGELNGDRSNF 133
NTDB id 1148 A1552VC RS01200 WP 000972596.1 SCGYQV.......RKNENRASRIEWEHVVPAWQFGHQLQCWQQGGRKNCTRTSPEFNQMEADLHNLTPAIGEVNGDRSNF 134
NTDB id 1303 VF RS02230 WP 011261220.1 SCGYNV.......RKQEKRASRIEWEHVVPAWQFGHQRQCWQDGGRKNCTRKDKQFKLMEADLHNLVPAIGEVNGDRSNF 137
NTDB id 56661 OCV50 RS12275 WP 261903172.1 GCGYEV.......RKQQKRASRIEWEHVVPAWQFGHQRQCWQNGGRKNCTRNDKVFKSMEADLHNLTPAIGEVNGDRSNY 147
NTDB id 1297 VP RS12690 WP 005461720.1 SCGYQV.......RKQEKRAARIEWEHVVPAWQFGHQLQCWQSGGRKNCSRNDTAFKLMEADLHNLTPAVGEVNGDRSNF 133
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NTDB id 1237 CJE RS01260 WP 002876312.1 RYAEAPTNLKYTQYGNCKVYTDFKAKRFYPANYSKGWIARSYLYMSKTYNIRLSDQERKLMEAWDKQYPMDEKEKRIR.. 220
NTDB id 1178 HJ37 RS00640 WP 001082313.1 RFGMIP.N.ESRAYGQCDFEVDFKDRRAEPPANRQGDIARIYFYMRDQYGLRLSRQQTQLFEAWSRMDPVDEWEKLRDLR 211
NTDB id 1148 A1552VC RS01200 WP 000972596.1 SFSQWNGV.DGVTYGQCEMQVNFKERTAMPPERARGAIARTYLYMSEQYGLRLSKAQSQLMQAWNNQYPVSEWECVRDQR 213
NTDB id 1303 VF RS02230 WP 011261220.1 RFSQWNGN.KGAYYGQCAFKVDFKGRVAEPPAQSRGAIARTYLYMNQEYRFNLSKSQRQLMNAWDKQYPVSEWECERDKR 216
NTDB id 56661 OCV50 RS12275 WP 261903172.1 NFSQWNGT.DGVSYGQCEMQVNFKQRKVMPPDRAKGSIARTYLYMSQEYGFKLSKQQTNLMMAWNKQFPVDEWECTRDER 226
NTDB id 1297 VP RS12690 WP 005461720.1 NFSQWNGM.DGVSYGRCDMQVNFKQRKVMPPDRARGSIARTYLYMSKEYGFKLSKQQTQLMSAWNKTYPVDKWECERDKR 212
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logo I EFRAAGRKLVI LQGKNSHNCQRPYFVQRSYGKEQASCKPRAKNL
NTDB id 1237 CJE RS01260 WP 002876312.1 ..ALL.............. 223
NTDB id 1178 HJ37 RS00640 WP 001082313.1 IRGIQGKSNCYVSGSC... 227
NTDB id 1148 A1552VC RS01200 WP 000972596.1 IEKVQGNSNRFVREQCPN. 231
NTDB id 1303 VF RS02230 WP 011261220.1 IAKIQGNHNQFVYKACRK. 234
NTDB id 56661 OCV50 RS12275 WP 261903172.1 IFRIQGNHNPFVYESCK.. 243
NTDB id 1297 VP RS12690 WP 005461720.1 IAKVQGNHNPFVQEACRAL 231
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