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NTDB id 56646 OCV50 RS03065 WP 261903675.1 MLNVKPIALVLSALFVGGSIFAGGSYAATNSQPTMNIQPDPQNPTGYLVSRADLAAVEQSKASDPMYAIWSQALQTRSNTIVEAI 85
NTDB id 1299 VP RS02975 WP 005483021.1 MFALKHLPIALSC............VLAAQANASMNIQPDPQNPNGYVIARGDVQAMEQSKTSDPMYAIWSQALETRPNSVVEAI 73
consensus ! *! *** !!************* ! * ***!!!!!!!!!! !!** !*!* !*!!!! !!!!!!!!!!!! !!*!**!!!!

logo

K
VPGNALASTNPDENVKRVERVFPEQSTEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKS I IVTAFAHFASQETGGHIAS ID

NTDB id 56646 OCV50 RS03065 WP 261903675.1 KPNLSTNPDNVKRVERVFPQTEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIITAFAHFSQETGGHIAID 170
NTDB id 1299 VP RS02975 WP 005483021.1 VPGAATNPENVKRVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIVTAFAHFAQETGGHISID 158
consensus ! !!!*!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!! !!

logo NTVSDNPLAGLEEWQQALVHVREMGWSEGQEGYTTGCGQNDWQNAKRWPCAEAPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASTVLLKNN
NTDB id 56646 OCV50 RS03065 WP 261903675.1 NTSDNPLALEEWQQALVHVREMGWSEGQEGYTTGCGQNDWQNARWPCAAGQGYFGRGAKQLSYHFNYGAFSEVMFDGDATVLLNN 255
NTDB id 1299 VP RS02975 WP 005483021.1 NVSDNPLGLEEWQQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVLLKN 243
consensus ! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !

logo PGLVADSWLNLASAIWFFLTPQAPKPAMLHVIDRTWSVPSQRELDAGIGYGFGTTINVINGGI ECGEQNKDNKGQPVNR IRYWEGLA
NTDB id 56646 OCV50 RS03065 WP 261903675.1 PGLVADSWLNLASAIWFFLTPQAPKPAMLHVIDRTWSPSQRELDAGIGYGFGTTINVINGGIECGEQNKNKGQPVNRIRYWEGLA 340
NTDB id 1299 VP RS02975 WP 005483021.1 PGLVADSWLNLASAIWFFLTPQAPKPAMLHVIDRTWVPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNRIRYWEGLA 328
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!

logo

A
EHYQIP I EADEKNTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYASDRPEGGFHSFECELVGFQTAYSALVAPGDYEKCVTNFYGQSHAGS

NTDB id 56646 OCV50 RS03065 WP 261903675.1 EHYQIPIEADEKNTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYADRPEGFSFECELVGFQTAYSALVPGDYEKCVTNFYGSHAS 425
NTDB id 1299 VP RS02975 WP 005483021.1 AHYQIPIEADEKNTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDYEKCVTNFYQSHAG 413
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !*!!!!!!!!!!!!!!!!!*!!!!!!!!!!! !!!

logo WPEVRVVDKLDPVDPGVDTNPPGVGGGVANAGWDASGNKVYNTGDQVI
S
F
Y
N
QGATVYEAKWWSTQGDNEPTAKGDGPWKL IVASGETPTESPPVETPTDEPETPVDPPVT

NTDB id 56646 OCV50 RS03065 WP 261903675.1 WPEVRVVDKLDPVDPGTNPG..GNGWDANKVYNTGDQVIFNGATYEAKWWTQGDEPTAGGPWKLIAGEPTSPVEPDPTPVDPPVT 508
NTDB id 1299 VP RS02975 WP 005483021.1 WPEVRVVDKLDPVDPVDPPVGGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLVSGTPTEPPTTEPEP...PVT 495
consensus !!!!!!!!!!!!!!! *! ** *!! !!!!!!!!! **!! !!!!!!*!! !!! ! !!!!* ! !! !* **! !***!!!

logo

EPEPPVTENPEPPVPTNVPTEPPVEPPVTEPPVPVPVNVPTGSESF ITQTWEPGVTQVASNGDEKVI
TYQGNKCFVAKNGPGVWESPTVQSNWFWDE I SCQ

NTDB id 56646 OCV50 RS03065 WP 261903675.1 ..EPPVTNPPVTNPPVEPPVTEPPVVNPSEFTTWEPGVTQVSNGEKVIYQGKCFVAKNGPGVWESPVQSNWFWDEISCQ 585
NTDB id 1299 VP RS02975 WP 005483021.1 EPEPPVTEPEPPVTEPEPPVTEPVPPVTGSFIQWEPGVTQVANGDKVTYQNKCFVAKNGPGVWESPTQSNWFWDEISCQ 574
consensus **!!!!! !*** ***!!!!!!!*** * ! !!!!!!!! !!*!! !! !!!!!!!!!!!!!!! !!!!!!!!!!!!
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