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VVEAI EVPGASAPSTNPENVK
NTDB id 56559 OC193 RS03310 WP 048663721.1 MLKIKYLATVLGCTLAAQSHASLNIQPDPQNPNGYLVEKSALQAAEQAKTSDPMYAIWSQALQTRSNTIVEAIEPGSPSNPENVK 85
NTDB id 1299 VP RS02975 WP 005483021.1 MFALKHLPIALSCVLAAQANASMNIQPDPQNPNGYVIARGDVQAMEQSKTSDPMYAIWSQALETRPNSVVEAIVPGAATNPENVK 85
consensus ! *!*!* ! ! !!!! *!!*!!!!!!!!!!!!** * *!! !! !!!!!!!!!!!!!! !!*!**!!!! !! **!!!!!!

logo RVERVFPEQSEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKS I IVTAFAHFASQETGGHIAS IDNTVSDNPLAGLEEW
NTDB id 56559 OC193 RS03310 WP 048663721.1 RVERVFPQSEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIITAFAHFSQETGGHIAIDNTSDNPLALEEW 170
NTDB id 1299 VP RS02975 WP 005483021.1 RVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIVTAFAHFAQETGGHISIDNVSDNPLGLEEW 170
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!! !!! !!!!!*!!!!

logo QQALVHVREMGWSEGQEGYTTGCGQNDWQNAKRWPCAEAPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASTVLLKNNPGLVADSWLNLA
NTDB id 56559 OC193 RS03310 WP 048663721.1 QQALVHVREMGWSEGQEGYTTGCGQNDWQNARWPCAAGQGYFGRGAKQLSYHFNYGAFSEVMFDGDATVLLNNPGLVADSWLNLA 255
NTDB id 1299 VP RS02975 WP 005483021.1 QQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVLLKNPGLVADSWLNLA 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !!!!!!!!!!!!!

logo SAIWFFLTPQAPKPAMLHVIDRTWTVPSQRELDAGIGYGFGTTINVINGGI ECGEQNKDKGQPVNR IRYWEGLAAHYEQIP I
VEADEAK

NTDB id 56559 OC193 RS03310 WP 048663721.1 SAIWFFLTPQAPKPAMLHVIDRTWTPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNRIRYWEGLAAHYEIPVEADEA 340
NTDB id 1299 VP RS02975 WP 005483021.1 SAIWFFLTPQAPKPAMLHVIDRTWVPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNRIRYWEGLAAHYQIPIEADEK 340
consensus !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!!

logo NTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYASDRPEGGHYSFECELVGFQTAYSALVAGDYEKCVTNFYGQSHAGSWPEVKRVVDKLDP
NTDB id 56559 OC193 RS03310 WP 048663721.1 NTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYADRPEGYSFECELVGFQTAYSALVAGDYEKCVTNFYGSHASWPEVKVVDKLDP 425
NTDB id 1299 VP RS02975 WP 005483021.1 NTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDYEKCVTNFYQSHAGWPEVRVVDKLDP 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!*!!!!!!!

logo VDPGVDTDPPGVGGVANAGWDSASGTKVYNATGDQVSTHYNQGATVYEAKWWSTQGDNDEPATKNGDGPWKLVASGETPTEPPPVTVTDEPAEPPVDVPTEVPEVDPPAVPTEVDPEPAPPVTE
NTDB id 56559 OC193 RS03310 WP 048663721.1 VDPGTDPGG..NGWSATKVYNAGDQVTHNGATYEAKWWTQGDDPANGGPWKLVAGEPTPPVVTDPAPVDPVPVDPAPVDPAP... 505
NTDB id 1299 VP RS02975 WP 005483021.1 VDPVDPPVGGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLVSGTPTEPPTTEPEPPVTEPEPPVTEPEPPVTE 510
consensus !!! *! !** *! !!!! !!!!***!! !!!!!!*!! *! ! !!!!! ! !!*!* !*! !* * ! *! * ***!***
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P
VEPPVTEPPVPVPVDVPTGSSVF IQTWEQAPGVSTQVASNGDKVTHYNQGNKCFVAKNGPGVWESPTVQSNWFWDE I SCQ

NTDB id 56559 OC193 RS03310 WP 048663721.1 VEPPVTEPPVVVDPSVFITWQAGVSQVSNGDKVTHNGKCFVAKNGPGVWESPVQSNWFWDEISCQ 570
NTDB id 1299 VP RS02975 WP 005483021.1 PEPPVTE.PVPPVTGSFIQWEPGVTQVANGDKVTYQNKCFVAKNGPGVWESPTQSNWFWDEISCQ 574
consensus *!!!!!!*!!** * !! ! *!!*!! !!!!!!** !!!!!!!!!!!!!!! !!!!!!!!!!!!
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