
logo MHRLKNGKKVANVKTSMVFATLSTLTAVSCLLMAFNSYAAVDCANAPLMEVWDSASEKVYNTGGADKQVQHEQGNSAYKQANRYWNTQNNDNPATKQFASGDQW
Y
A
G
E
QWEKLSLDGA

NTDB id 56556 OCV39 RS19955 WP 261889811.1 MRLKNKVANTSMFALSTLTVSCLMAFNSYAAVDCNAMEVWDSAEVYTGGAKVQHQGSAYQANYWNQNNDPTKFSGDYAQWKLLDA 85
NTDB id 1300 VP RS19160 WP 005479129.1 MHLKNGKAVKSVFTLSTLTASCLLAFNSYAAVDCAPLEVWDSSKVYNGGDQVQHEGNAYKARYWTQNNNPAQ.AGQWGEWESLGA 84
consensus !*!!! ! !*! !!!!! !!!*!!!!!!!!!! **!!!!! !! !! !!! ! !! ! !! !!! ! * ! ** ! ! !

logo CDSGTGSPVDEPNPQNEQI
LPTAVSTLTASPSAINSADAS ITAGDEVVNQLAADAASDATDGSTIASKLVEFFSVDDGAVI

LVGDQSRTSAVPFYI
LASTWATASTEVGDVHELFSTVI

K
A
SY

NTDB id 56556 OCV39 RS19955 WP 261889811.1 CSGTSPVEPN..QLPTASLTSPSINDAITAGDVVQLAADASDADGSIALVEFSVDDVIVGDSRSVPYLATWASTVGDHLFSVIAY 168
NTDB id 1300 VP RS19160 WP 005479129.1 CDGTGPVDPPQNEIPTVTLTAPSASASITAGEVVNLAADAADTDGTISKVEFFVDGALVGQSTSAPFIASWTATEGVHEFSTKSY 169
consensus ! !! !!*!*** *!! *!! !! !!!!*!!*!!!!! ! !!*! !!! !! *!! ! ! !**!*! ! ! ! !! !

logo DDAKGAGVSKTAESSVLTI
L
S
T
I
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A
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S
A
V
A
Q
P
S
D
GNELAPPSTAVDSLVAVLSASTQS IDELGNGSTVTLTANTAAEDASDGS IADKVDFFYVAGGAQLAVGTAATAKAPYATLDNVYTAPSVKAV

NTDB id 56556 OCV39 RS19955 WP 261889811.1 DDKGGVSKESSVLISVNPAASDNLPPSASLVLSASQIDLNSTVTLTATAEDSDGSIDKVDFFVGGQLVGTAAKAPYALNYTAVKV 253
NTDB id 1300 VP RS19160 WP 005479129.1 DDAGAVSTASSVTLTIASVQPGNEAPTVDVALSATSIELGGTVTLTANAADADGSIAKVDFYVAGALAGTATAAPYTLDVTPSKA 254
consensus !! !*!! !!! *** * * ! *!* * !!!* !*! !!!!!! ! ! !!!! !!!!*!*! ! !!! !!! ! !* !

logo GATLAVYAKRASTDNAEGASTTDSAIASETLTVVKNGDGAVANSNTCRPDGLYQTETGVDNVPYCSTIYDDEEGRE I
KMGADHPRRVIGYFTSWRASGDDPQAS

NTDB id 56556 OCV39 RS19955 WP 261889811.1 GTLAVYARSTDNEGATTDSAISELVVKGDAVANTCRPDGLYQTEGVNVPYCTIYDDEGREIMGADHPRRVIGYFTSWRSGDDPQA 338
NTDB id 1300 VP RS19160 WP 005479129.1 GALAVYAKATDNAGASTDSAIATLTVNGGAVASNCRPDGLYQTTGVDVPYCSIYDEEGREKMGADHPRRVIGYFTSWRAGDDPQS 339
consensus ! !!!!!* !!! !!*!!!!! ! ! ! !!! !!!!!!!!! !! !!!!*!!!*!!!! !!!!!!!!!!!!!!!!! !!!!!

logo

A
TYLVKDIPWDEQLTHINYAFVS IGSDGKVNVGDVNDPNNAATVGKETWAPGVE I

VDPNTLGFKGHFGALATAYKQKHDVKTL I S IGGWAETG
NTDB id 56556 OCV39 RS19955 WP 261889811.1 AYLVKDIPWDQLTHINYAFVSIGSDGKVNVGDVNDPNNAAVGKEWAGVEIDPNLGFKGHFGALATAKQKHDVKTLISIGGWAETG 423
NTDB id 1300 VP RS19160 WP 005479129.1 TYLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAATGKTWPGVEVDPTLGFKGHFGALATYKQKHDVKTLISIGGWAETG 424
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !*!!!*!! !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!

logo GHFDGATDNGDNRVADGGFYTMTTNADGS INHKAQGI EKTFAATSAVEMMRKYKRFDGLDIDYEYPTSMAGAGNPDYDKADFMEPRRQYLWASYQE
NTDB id 56556 OCV39 RS19955 WP 261889811.1 GHFGTDGNRVADGGFYTMTTNADGSINKQGIETFATSAVEMMRKYRFDGLDIDYEYPTSMAGAGNPDDKAFMEPRRQYLWASYQE 508
NTDB id 1300 VP RS19160 WP 005479129.1 GHFDANGDRVADGGFYTMTTNADGSINHAGIEKFAASAVEMMRKYKFDGLDIDYEYPTSMAGAGNPYDKDFMEPRRQYLWASYQE 509
consensus !!! ! !!!!!!!!!!!!!!!!!!!* !!! !! !!!!!!!!!*!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!

logo LMKVLREKLDAVASAQDDGHTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFYDTGKDSELAQWNVYG
NTDB id 56556 OCV39 RS19955 WP 261889811.1 LMKVLREKLDVASAQDDHHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALYDTGKDSELAQWNVYG 593
NTDB id 1300 VP RS19160 WP 005479129.1 LMKVLREKLDAASAQDGTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYG 594
consensus !!!!!!!!!! !!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!



logo TAAYGGIGYLNTDWAYHYFRGSMPAGR INIGVPYYTRGWQDGVTGGDNGLWGRAALPNQAECAQAPGTGEGEKNNCGNGAIG IDNMWH
NTDB id 56556 OCV39 RS19955 WP 261889811.1 TAAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQDVTGGDNGLWGRAALPNQAECAAGTGEGEKNNCGNGAIGIDNMWH 678
NTDB id 1300 VP RS19160 WP 005479129.1 TAAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGDNGLWGRAALPNQAECQPGTGEGEKNNCGNGAIGIDNMWH 679
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!

logo DLTDAPKQGNREMGAGSNPMWHAKNLEKGIWGSYADQAYGKLDPVNDPASDKFLVGSTYATRHNYDSVAVAPWLWNAEKGVFLSTEDKAQS IDEVKAD
NTDB id 56556 OCV39 RS19955 WP 261889811.1 DTDAKGNEMGAGSNPMWHAKNLEKGIWGSYADAYKLDPVNDPADKFVGSYARHYDSVAVAPWLWNAEKGVFLSTEDKQSIDVKAD 763
NTDB id 1300 VP RS19160 WP 005479129.1 DLDPQGREMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPVNDPSDKLVGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKASIEVKAD 764
consensus ! !* ! !!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!! !! !!*! !*!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!!

logo YVIDKE IGGIMFWELAGDYNCYI
VLDANANGNRTAGIDATTEQACATASGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGAP I

TPTEASVDIATV
NTDB id 56556 OCV39 RS19955 WP 261889811.1 YVIDKEIGGIMFWELAGDYNCYILDNAGNRTGIDTTEQACTSGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGAIPTESVDIAV 848
NTDB id 1300 VP RS19160 WP 005479129.1 YVIDKEIGGIMFWELAGDYNCYVLDANGNRTAIDATEQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGPTPTEAVDITV 849
consensus !!!!!!!!!!!!!!!!!!!!!!*!! !!!!*!! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* !!! !!! !

logo SVGGFKVGDQNYP INPKI
VTFTNNTGHQAI

LPGGTEFQFDIPVSAPDNAKDQSGGGLKTVIASGHSTRASDNNIGGLDGI
VMHRVASFSTLPAWK

NTDB id 56556 OCV39 RS19955 WP 261889811.1 SVGGFKVGDQNYPINPKVTFTNNTGHALPGGTEFQFDIPVSAPDNAKDQSGGGLTVIASGHSRSDNIGGLDGIMHRVAFTLPAWK 933
NTDB id 1300 VP RS19160 WP 005479129.1 SVGGFKVGDQNYPINPKITFTNNTGQAIPGGTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVSFSLPAWK 934
consensus !!!!!!!!!!!!!!!!!*!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!*! !!!!!!!*!!!! !*!!!!!

logo

D
ELPAGGTVYELDMVYYLP I SGPANYSVI

N
L
S
G
NGKVDEFYAFKFEQPDLP I

LGDFLNANGNTDGGDNGDGGNGGTTENPGSTCDESTASGLVGVI
TYPDNFLPQKTDWAGN

NTDB id 56556 OCV39 RS19955 WP 261889811.1 ELPAGGVYELDMVYYLPISGPANYSVNLNGVDYAFKFEQPDLPLGDFNNGNDGDNGDNGGTNPGTCESSGVGIYPDFPQKDWAGN 1018
NTDB id 1300 VP RS19160 WP 005479129.1 DLPAGGTYELDMVYYLPISGPANYSVISGGKEFAFKFEQPDLPIGDLNAGTG....GGGTTEPGSCDTAGLVTYPNLPQTDWAGN 1015
consensus *!!!!! !!!!!!!!!!!!!!!!!!! ! **!!!!!!!!!!*!! ! ! **** ! ! !!*!** !* !! !! !!!!!

logo PSHAVNQTGDKLVIHNQGVVYQANWWTASEVPGSDGSWATKTVCNI
V

NTDB id 56556 OCV39 RS19955 WP 261889811.1 PSHVNTGDKLIHQGVVYQANWWTASVPGSDGSWTKVCNV 1057
NTDB id 1300 VP RS19160 WP 005479129.1 PSHANQGDKVIHNGVVYQANWWTASEPGSDGSWATVCNI 1054
consensus !!! ! !!!*!!*!!!!!!!!!!!! !!!!!!! !!!*

X non conserved
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X ≥ 50% conserved


