
logo MI
NRFNTLCAAGS IVALTALSGSAAVI

VAAPATATPS IVDMYGSNNLQFSKI ELAMETTSGYNYDQMVKYHDLQAKTINTVKFNQWSGSTPSGDTYKNIYFDGI
V

NTDB id 56555 OCV39 RS15950 WP 261889973.1 MNRFTLCAASIATALSSAVIAAPATPSIDMYGSNNLQFSKIELAMETTSGYNQMVKYHDLATINVKFNQWSGSSGDTYKIYFDGI 85
NTDB id 1298 VP RS15510 WP 005482861.1 MIRFNLCAAGVALALSGAAVAAPTAPSVDMYGSNNLQFSKIELAMETTSGYYDMVKYHDQAKITVKFNQWSGTPGDTYNIYFDGV 85
consensus ! !! !!!! *! !!! ! *!!! !!*!!!!!!!!!!!!!!!!!!!!!!! !!!!!! ! ! !!!!!!!!**!!!! !!!!!*

logo

E
KVATGAP IKTGGSQTTASTFDQYGKQGGLYQME I EACDATGCSKRSADPAE ITIADTDGSHLKPLATMNTVDPNNKSTYNTDPNSTVVMVGTYFVEWGI

NTDB id 56555 OCV39 RS15950 WP 261889973.1 EVATGPIKGSQTTASFQYGKGGLYQMEIEACDATGCSRSAPAEITIADTDGSHLKPLAMNTDPNNKSYNTDPNTVVGTYFVEWGI 170
NTDB id 1298 VP RS15510 WP 005482861.1 KVATGAITGGQTTATFDYGQGGLYQMEIEACDATGCSKSDPAEITIADTDGSHLKPLTMNVDPNNKTYNTDPSVVMGTYFVEWGI 170
consensus !!!!*! ! !!!!*! !! !!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!! !! !!!!!*!!!!! !*!!!!!!!!!

logo YGRDNYTVDNLMPAVDNLTHI LYGF IP ICGPNESVKSTVGGNSFYNALMQTACNRGVNPDYEVVIHDPWAAFYQKSFKPQAGHEYSTP IKGNYAM
NTDB id 56555 OCV39 RS15950 WP 261889973.1 YGRDYTVDNLPVDNLTHILYGFIPICGPNESVKTVGGNSYNALMTACNGVNDYEVVIHDPWAAFQKSFKQAGHEYSTPIKGNYAM 255
NTDB id 1298 VP RS15510 WP 005482861.1 YGRNYTVDNMPADNLTHILYGFIPICGPNESVKSVGGNSFNALQTACRGVPDYEVVIHDPWAAYQKSFPQAGHEYSTPIKGNYAM 255
consensus !!! !!!!!*! !!!!!!!!!!!!!!!!!!!!!*!!!!!*!!! !!! !!*!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!

logo

L
MMALMKQRNPDLKI IPS IGGWTLSDPFFYDFTVNTKANRDTFVASVKKFL IKTWKFYDGVDIDWEFPGGGGAAAPDKLGDPVNDGPAYVALM

NTDB id 56555 OCV39 RS15950 WP 261889973.1 MMAMKQRNPDLKIIPSIGGWTLSDPFFDFTTKANRDTFVASVKKFLITWKFYDGVDIDWEFPGGGGAAPDLGDPVNDGPAYVALM 340
NTDB id 1298 VP RS15510 WP 005482861.1 LMALKQRNPDLKIIPSIGGWTLSDPFYDFVNKANRDTFVASVKKFLKTWKFYDGVDIDWEFPGGGGAAADKGDPVNDGPAYVALM 340
consensus *!!*!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!

logo

Q
RELRATMLDELEQATETGKRSTYELTSAIGVGHYDKI EDVNYAGDEAI

VQYMDYI FAMTYDFYGGWNNVLPGHQTALHYCGNSFML
RPGQCDGSGVDE

NTDB id 56555 OCV39 RS15950 WP 261889973.1 QELRTMLDELQTETGKSYELTSAIGVGHDKIEDVNYGEAIQYMDYIFAMTYDFYGGWNNVLGHQTALHCGNFMLPGQCDGSGVDE 425
NTDB id 1298 VP RS15510 WP 005482861.1 RELRAMLDELEAETGRTYELTSAIGVGYDKIEDVNYADAVQYMDYIFAMTYDFYGGWNNVPGHQTALYCGSFMRPGQCDGSGVDE 425
consensus !!! !!!!! !!!**!!!!!!!!!!*!!!!!!!!**!*!!!!!!!!!!!!!!!!!!!!*!!!!!!*!! !! !!!!!!!!!!!

logo NGEAFYKGPAYTASDNGIQLLLAQGVPANKLVLGATAMYGRGWEGVMTPDSSTLTDPNDPMTGTVAGNTGKLKGSTAQGVWEDGVIDYKGIKNSFH
NTDB id 56555 OCV39 RS15950 WP 261889973.1 NGEAFKGPAYTSDNGIQLLLAQGVPANKLVLGAAMYGRGWEGVMPSSLTDPNDPMTGVGNGKLKGSTAQGVWEDGVIDYKGIKNH 510
NTDB id 1298 VP RS15510 WP 005482861.1 NGEAYKGPAYTADNGIQLLLAQGVPANKLVLGTAMYGRGWEGVTPDTLTDPNDPMTGTATGKLKGSTAQGVWEDGVIDYKGIKSF 510
consensus !!!!*!!!!!! !!!!!!!!!!!!!!!!!!!! !!!!!!!!!! ! *!!!!!!!!!! * !!!!!!!!!!!!!!!!!!!!!!! *

logo MLGAENNSQTGINGFEYGYDAEQVAEAPW
YVWNRSTSTGEKL ITFDDAHRSVKLAKGASYAVKRDSLGLAGLFSWE IDADNGDI LNAMHEGLMAGGSVTVI

P
P
Q
H
P

NTDB id 56555 OCV39 RS15950 WP 261889973.1 MLGENSQGINGFEYGYDEVAEAPYVWNRSSGKLITFDDARSVKAKGAYVRDLGLAGLFSWEIDADNGDILNAMHEGLAGGSTIPH 595
NTDB id 1298 VP RS15510 WP 005482861.1 MLGANNTGINGFEYGYDAQAEAPWVWNRTTGELITFDDHRSVLAKGSYAKSLGLAGLFSWEIDADNGDILNAMHEGMAGGVVPQP 595
consensus !!! ! !!!!!!!!!! !!!!*!!!!**! !!!!!!*!!! !!! ! * !!!!!!!!!!!!!!!!!!!!!!!!!*!!! **



logo NKRKP I
TAADAGAIDQSTLVI

TGPAI STVTVLDGSLQSKDMSDGTIARSTYAEWEKQI
VSGETATVTVLATDGANQTAKAKSFADAIADEVSTQVEQEQQRLTVFKTLTVTDNEGATAI

S

NTDB id 56555 OCV39 RS15950 WP 261889973.1 NKKPIADAGIDQTLIGPITVTLDGSLSKDMDGTIRTYEWKQISGETVTLTDANQAKAKFAIDEVSQQQRLVFTLTVTDNEGATAI 680
NTDB id 1298 VP RS15510 WP 005482861.1 NRKPTAAAGADQSVTGPASVVLDGSQSKDSDGTIASYAWEQVSGTAVVLAGANTAKASFDAAEVTVEEQLTFKLTVTDNEGATAS 680
consensus !*!! ! !! !!** !! *! !!!! !!! !!!! *! ! !*!! ! ! !! !!! ! !!* ! ! !!!!!!!!!!!

logo DEL IVVVTVKNPAKGNVTVDTP I
VNNTAPPEVAKQI

V
L
VAPASTAVNAGDSVVI

V
I
VDASASSDADNQDTVLSTFNTWTI

LPPQGS ILNATVNQGDSKVI
TFTAAEYAPQDTPSLNSF

NTDB id 56555 OCV39 RS15950 WP 261889973.1 DEIVVTVNPKN.TTPINTPPEAKILAPASVNAGDSVIIDASASSDADQDVLSFTWTIPPSINATVQGDKVIFTAAEYAQDTPLNF 764
NTDB id 1298 VP RS15510 WP 005482861.1 DLVVVTVKPAGVVDPVNNAPVAQVVAPATANAGDVVVVDASASSDADNDTLTFNWTLPQGLNATVNGSKVTFTAAEYPQDTSLSF 765
consensus ! *!!!! ! * !*! *! ! **!!!* !!!! !**!!!!!!!!!*! !*! !!*!* *!!!!*! !! !!!!!!*!!!*! !

logo TVNSVSDGKVASSSASAVSTVI
VVALKQHKI

TTDPGNGPDGTCDTNALWDASSAI
VYTGGNQVTHADAGKTWEAKWWTQTGDEDNPSKQSGEKWGVWKEL IVGEVANCNSVS

NTDB id 56555 OCV39 RS15950 WP 261889973.1 TVNVSDGVASSSASVSVIVLKKITD.GGDTCTNLWDSSAIYTGGNQVTHDAKTWEAKWWTTGENPSQSGKWGVWKLIGEANCSVS 848
NTDB id 1298 VP RS15510 WP 005482861.1 TVSVSDGKASSSASATVVVAQHTTDPNPGTCDNAWDASAVYTGGNQVTHAGKTWEAKWWTQGDDPSKSGEWGVWKEVGVANCN.. 848
consensus !! !!!! !!!!!! *!*! * !!* * !! ! !! !!*!!!!!!!!! *!!!!!!!!! !* !! !! !!!!! *! !!! **

logo

K
NTDB id 56555 OCV39 RS15950 WP 261889973.1 K 849
NTDB id 1298 VP RS15510 WP 005482861.1 . 848
consensus *

X non conserved

X similar

X ≥ 50% conserved


