
logo MIRFINLTCAAGS IVALALSGATALVAAPTAPS IVDMYGSNNLQFSKI ELAMETTSGYNYDQMVKYHDQAKI
V
D
TVKFNQWSGTPSGDNTYNIYFDGV

NTDB id 56527 OCV20 RS23925 WP 086773960.1 MIRINTCAASIALALSGTALAAPTAPSIDMYGSNNLQFSKIELAMETTSGYNQMVKYHDQAKVDVKFNQWSGTSGNTYNIYFDGV 85
NTDB id 1298 VP RS15510 WP 005482861.1 MIRFNLCAAGVALALSGAAVAAPTAPSVDMYGSNNLQFSKIELAMETTSGYYDMVKYHDQAKITVKFNQWSGTPGDTYNIYFDGV 85
consensus !!! ! !!! *!!!!!! !*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!* !!!!!!!!!*! !!!!!!!!!

logo KVATGAP ITGGSQTTASTFDEYGQGGLFYEQME I EACDAETGCSKSADPAEQITIADTDGSHLAKPLATMNVDPNNKSTYNTDPNSTVVMVGTYFVEWGI
NTDB id 56527 OCV20 RS23925 WP 086773960.1 KVATGPITGSQTTASFEYGQGGLFEMEIEACDETGCSKSAPAQITIADTDGSHLAPLAMNVDPNNKSYNTDPNTVVGTYFVEWGI 170
NTDB id 1298 VP RS15510 WP 005482861.1 KVATGAITGGQTTATFDYGQGGLYQMEIEACDATGCSKSDPAEITIADTDGSHLKPLTMNVDPNNKTYNTDPSVVMGTYFVEWGI 170
consensus !!!!!*!!! !!!!*!*!!!!!!* !!!!!!! !!!!!! !! !!!!!!!!!!! !! !!!!!!!!*!!!!! !*!!!!!!!!!

logo YGRDNYTVDNLMPADNLTHI LYGF IP ICGPNESVKSVGGNSFYNALMQTACQRGVNPDYEVVIHDPWAAFYQKSFPQAGHEYSSTP IKGNYAM
NTDB id 56527 OCV20 RS23925 WP 086773960.1 YGRDYTVDNLPADNLTHILYGFIPICGPNESVKSVGGNSYNALMTACQGVNDYEVVIHDPWAAFQKSFPQAGHEYSSPIKGNYAM 255
NTDB id 1298 VP RS15510 WP 005482861.1 YGRNYTVDNMPADNLTHILYGFIPICGPNESVKSVGGNSFNALQTACRGVPDYEVVIHDPWAAYQKSFPQAGHEYSTPIKGNYAM 255
consensus !!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !!! !!*!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!!!!

logo

L
MMALKQRNPDLKI IPS IGGWTLSDPFFYDFTVNTKANRDTFVASVKKFLKNTWKFYDGVDIDWEFPGGGGAAAPDKLGDPVNDGPAYI

VALM
NTDB id 56527 OCV20 RS23925 WP 086773960.1 MMALKQRNPDLKIIPSIGGWTLSDPFFDFTTKANRDTFVASVKKFLNTWKFYDGVDIDWEFPGGGGAAPDLGDPVNDGPAYIALM 340
NTDB id 1298 VP RS15510 WP 005482861.1 LMALKQRNPDLKIIPSIGGWTLSDPFYDFVNKANRDTFVASVKKFLKTWKFYDGVDIDWEFPGGGGAAADKGDPVNDGPAYVALM 340
consensus *!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!*!!!

logo

A
RELRAVMLDELEAENTGRTYELTSAIGVGHYDKI EDVNYAGDAI

VQYMDYI FAMTYDFYGGWNNVLPGHQTALNYCGNSFMRPGQCDGSTGLVDE
NTDB id 56527 OCV20 RS23925 WP 086773960.1 AELRVMLDELEAENGRTYELTSAIGVGHDKIEDVNYGDAIQYMDYIFAMTYDFYGGWNNVLGHQTALNCGNFMRPGQCDGTGLDE 425
NTDB id 1298 VP RS15510 WP 005482861.1 RELRAMLDELEAETGRTYELTSAIGVGYDKIEDVNYADAVQYMDYIFAMTYDFYGGWNNVPGHQTALYCGSFMRPGQCDGSGVDE 425
consensus !!! !!!!!!!! !!!!!!!!!!!!!*!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!*!!!!!! !! !!!!!!!!!*!*!!

logo NGEAQYKTGPAYTATDNGIQLLLAEQGVPANKLVLVGTAMYGRGWEGVLTPDSSTLTDPNSDPMTGTVAGNTGKLKGSSTAQGVWEDGVIDYKGIKASFN
NTDB id 56527 OCV20 RS23925 WP 086773960.1 NGEQYTGPAYTTDNGIQLLLEQGVPANKLVVGTAMYGRGWEGVLPSSLTDPSDPMTGVGNGKLKGSSAQGVWEDGVIDYKGIKAN 510
NTDB id 1298 VP RS15510 WP 005482861.1 NGEAYKGPAYTADNGIQLLLAQGVPANKLVLGTAMYGRGWEGVTPDTLTDPNDPMTGTATGKLKGSTAQGVWEDGVIDYKGIKSF 510
consensus !!! ! !!!!! !!!!!!!! !!!!!!!!!*!!!!!!!!!!!! ! *!!!! !!!!! * !!!!!!*!!!!!!!!!!!!!!!!

logo MLGANNSQTGINGFEYGYDAEMQAEAPW
YVWNRTSTGEQL ITFDDDHRSVKLAKGASYAVKRSLGLAGLFSWE IDADNGDI LNAMHEGLMAGGTVTVDPPQPV

NTDB id 56527 OCV20 RS23925 WP 086773960.1 MLGANSQGINGFEYGYDEMAEAPYVWNRTSGQLITFDDDRSVKAKGAYVRSLGLAGLFSWEIDADNGDILNAMHEGLAGGTTDPV 595
NTDB id 1298 VP RS15510 WP 005482861.1 MLGANNTGINGFEYGYDAQAEAPWVWNRTTGELITFDDHRSVLAKGSYAKSLGLAGLFSWEIDADNGDILNAMHEGMAGGVVPQP 595
consensus !!!!! !!!!!!!!!! !!!!*!!!!!*! !!!!!!*!!! !!! ! *!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! ***



logo NRKPTAAAGADQSVETGPASVSVLDGSAQSKDNSDGTIASYAWELQVSGSTAVTVLAGNANATAKVASFDAVAVEVATQVEQEQVLTFKSLTVTDNEGATASST
NTDB id 56527 OCV20 RS23925 WP 086773960.1 NRKPTAAAGADQSVEGPASVSLDGSASKDNDGTIASYAWLQVSGSAVTLANANAAVASFDVVEVAQQEVLTFSLTVTDNEGATST 680
NTDB id 1298 VP RS15510 WP 005482861.1 NRKPTAAAGADQSVTGPASVVLDGSQSKDSDGTIASYAWEQVSGTAVVLAGANTAKASFDAAEVTVEEQLTFKLTVTDNEGATAS 680
consensus !!!!!!!!!!!!!! !!!!! !!!! !!! !!!!!!!!! !!!!*!! !! !! ! !!!! !! ! !!! !!!!!!!!!! *

logo DLTVVVTVKTPAKGNVTVDGPVNNTAPVAQVVTVAPAETAVNAGDVVVVDASASSDADNQDTLTFNTWDTLVPAQGI
L
D
NATVNQGSKSVSTFTVAAEYPTQDTSTLNSF

NTDB id 56527 OCV20 RS23925 WP 086773960.1 DTVVVTVTPKN.TGPVNTAPVAVVTAPAEVNAGDVVVVDASASSDADQDTLTFTWDVPAGIDATVQGSSVSFVAAEYTQDTTLNF 764
NTDB id 1298 VP RS15510 WP 005482861.1 DLVVVTVKPAGVVDPVNNAPVAQVVAPATANAGDVVVVDASASSDADNDTLTFNWTLPQGLNATVNGSKVTFTAAEYPQDTSLSF 765
consensus ! !!!!! ! * !!! !!!! ! !!! !!!!!!!!!!!!!!!!!*!!!!! ! *! !* !!!*!! !*! !!!!*!!!*! !

logo

S
TVSTVSDGKTAESTSSVAASATSTVTVVALKQHKTTDTPTGNGPGTCDTNAWDASGSAVYTGGDNQVTHQAGGKTVWEAKWWTQTGDEDPSTKTSTGEQWGVWKE I

VGSVANSCN
NTDB id 56527 OCV20 RS23925 WP 086773960.1 SVTVSDGTETSVAATSVTVLKK..TTGGGTCTNAWDSGAVYTGGDQVTQGGKVWEAKWWTTGEDPTTTGQWGVWKEIGSASC. 844
NTDB id 1298 VP RS15510 WP 005482861.1 TVSVSDGKASSSASATVVVAQHTTDPNPGTCDNAWDASAVYTGGNQVTHAGKTWEAKWWTQGDDPSKSGEWGVWKEVGVANCN 848
consensus *!*!!!! *! ! *! ! *** * *!!! !!!! !!!!!! !!!**!! !!!!!!! !*!!* *! !!!!!!*! ! !*

X non conserved

X similar

X ≥ 50% conserved


