
logo

MM
Q
Q
R
H
Q
H
NPDQI

L
E
K
L
MEEAEPSFYLVKGMTVANATVIYHNDETNLYTVLKVKVETETSEASFI EDKATVSVTGYFPAL ILHQEDEDE I

TYTFYGKI
T
A
V
S
THPKFGLQFQA

NTDB id 56360 L6430 RS22070 WP 212930432.1 MQRHNPDQIEMEEASFVKGMVAAVIYHNETNLYTVLKVKVEETSESFEDKTVSVTGYFPLIHEDDIYTFYGKTASHPKFGLQFQA 85
NTDB id 355 BSU 27480 NP 390625.1 .MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGLQFQA 84
consensus * **!!!* *!! ***!! ! !!!!!*!!!!!!!!!!! !!!! !!! !!!!!!!! **!** !!!!!! *!!!!!!!!!!

logo

D
EHFKKE I

VPTTKEGI
V IQYLASSDLFEGIGKKTAEE IVKNKLGDEGSAINKI LASDAGASVLYDVPKRLSKKKADKTLAAGALQQRHQGLEQIMI SLNS

NTDB id 56360 L6430 RS22070 WP 212930432.1 DHFKKEVPTTKEGVIQYLASDLFEGIGKKTAEEIVNKLGEGAINKILSDGAVLYDVPKLSKKKADKLAAALQQHQGLEQIMISLS 170
NTDB id 355 BSU 27480 NP 390625.1 EHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQGLEQIMISLN 169
consensus *!!!!!*!!!!!!*!!!! !!!!!!!!!!!!!!!! !!!* !!!!!! !* !!!!!!*!!!!!!! !!*!!! !!!!!!!!!!!

logo

E
QFGFGPQLSMKIYQAYEASETLDEKIQRENPYQLVKDVEGIGFGIKADELGGSRMGI

LSGKNHEPER I
VKAAI LYTLVEATTCLQSEGHTYI ETERQL

NTDB id 56360 L6430 RS22070 WP 212930432.1 EFGFGPQLSMKIYQAYEAETLDKIRENPYQLVKDVEGIGFIKADELGGRMGISGKHEERIKAAILYTVEATCLQEGHTYIETRQL 255
NTDB id 355 BSU 27480 NP 390625.1 QFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETTCLSEGHTYIETEQL 254
consensus !!!!!!!!!!!!!!!! !!!*!! !!!!!!!!!!!!!!! !!!!!! !!!*!! !*!!*!!!!!!!*! !!! !!!!!!!! !!

logo I IDETQKSLLNQSAGRDEGEQKR I
VTEMDAVADNAI IASLGENQKDE I

L
F
VI EDEGRCYFYPSLFYYAEQNSFVAKRVKQHKIAGSQTEYDEDNQFPESEFLLALGELE

NTDB id 56360 L6430 RS22070 WP 212930432.1 IIETQKLLNQSAGD.EKVTEMDVADAIISLGEQKELFIEDERCYYPSLYYAEQSFAKRVQKIAGQTEYDDQFPESEFLLALGELE 339
NTDB id 355 BSU 27480 NP 390625.1 IIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQTEYENQFPESEFLLALGELE 339
consensus !!*!! !!!!!! ** **!!!! ! !!! !!!*!** !!! !!!*!!!*!!!! !!!! *!! !!!!* !!!!!!!!!!!!!!!

logo ERMDKVQYAPSQKEAIQKALMSSPMLLLTGGPGTGKTTVIRGIVELYGSELHGLVSLDNPASADYKKDEATFPFIVLAAPTGRAAKRMSESTGL
NTDB id 56360 L6430 RS22070 WP 212930432.1 ERMKVQYAPSQKEAIQKALMSPMLLLTGGPGTGKTTVIRGIVELYSELHGLSLNPADYKKDETFPFVLAAPTGRAAKRMSESTGL 424
NTDB id 355 BSU 27480 NP 390625.1 ERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKDEAFPIVLAAPTGRAAKRMSESTGL 424
consensus !!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!! !!!!*!! ! !!!!! !! !!!!!!!!!!!!!!!!!!!

logo PAVTIHRLLGWNGAEGFTHDTEDNQP I EGKRLL I IDEATSMLDIWLANHQLFKAIPDHR IQI
V I IMVGDEDQLPSVGPGQVLRDLLASNQVIPST

NTDB id 56360 L6430 RS22070 WP 212930432.1 PAVTIHRLLGWNGAEGFTHDEDNPIEGRLLIIDETSMLDIWLANQLFKAIPDRIQVIMVGDEDQLPSVGPGQVLRDLLASNVIPS 509
NTDB id 355 BSU 27480 NP 390625.1 PAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQIIIVGDEDQLPSVGPGQVLRDLLASQVIPT 509
consensus !!!!!!!!!!!!!!!!!!! !!*!!!!*!!!!!! !!!!!!!!!*!!!!!!!*!!*!*!!!!!!!!!!!!!!!!!!!!!!*!!!*

logo VRLTDIYRQAEGSS IVELAHEQMKNQGKLLPENNLATAPTKDRSF IRCGRGQQSQIKEVVEKVVAKNALKQKGYSTAKRDIQVLAPMYRGAKAGINEL
NTDB id 56360 L6430 RS22070 WP 212930432.1 VRLTDIYRQAEGSSIVELAHEMKQGKLPENLAAPTKDRSFIRCRQQQIKEVVEKVVKNALQKGYSARDIQVLAPMYRGAAGINEL 594
NTDB id 355 BSU 27480 NP 390625.1 VRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINEL 594
consensus !!!!!!!!!!!!!!!!!!!! !!*! !! !! !!!!!!!!!!! !!!!!!!!!! !!! !!!*!*!!!!!!!!!!! !!!!!!



logo NAVLMLQDGI LNPPKEPKGRRELMKFYGDVVYRTGDKI
VLQLVNQPEHNNVFNGDI

MGE ITVS I FYAKENTEKEDMAVVSFDGNE I
MTFATKKDFNQF

NTDB id 56360 L6430 RS22070 WP 212930432.1 NALLQGILNPPKPKGREMKYGDVVYRTGDKVLQLVNQPEHNVFNGDMGEIVSIFYAKENTEKEDMAVVSFDGNEITFAKKDFNQF 679
NTDB id 355 BSU 27480 NP 390625.1 NVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQF 679
consensus ! *!! !!!!!!*! !!*!*!!!!!!!!!!*!!!!!!!!*!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!

logo THAYCCS IHKSQGSEFP IV I
VLPVVKGSYYRMLRRNLLYTAITRASKKFL I LCGEEEALEWGVKNKNDEASSTEVRQTSLKNRRLQSQVAQAVEHEEMDAE

NTDB id 56360 L6430 RS22070 WP 212930432.1 THAYCCSIHKSQGSEFPIVILPVVKSYYRMLRRNLLYTAITRSKKFLILCGEEEALEWGVKNKESSERQTSLKRRLQQAAHEEDE 764
NTDB id 355 BSU 27480 NP 390625.1 THAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDA 764
consensus !!!!!!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! * * !!!!!! !! *! !

logo ELEMALQKELPFSVHYDANIGMEGITPFDFMEKEKEAQEQ
NTDB id 56360 L6430 RS22070 WP 212930432.1 ELMALQKELPFSVYDANIGMEGITPFDFMEKEAE 798
NTDB id 355 BSU 27480 NP 390625.1 ELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus !! !!!!!!!!!!*!!!!!!!!!!!!!!! !

X non conserved

X similar

X ≥ 50% conserved


