
logo MGKLNRGWKPNPVVI FVALALLVAIAVIG IGKVDPLGLGQSLARPDPLPQQEE IQVYFNLNNAKGADF IDPDRDFKRQGDNFEQI
NTDB id 56181 MYO RS12770 WP 010873643.1 MGKLNRGWKPNPVVIFVALALLVAIAVIGIGKVDPLGLGQSLARPDPLPQQEEIQVYFNLNNAKGADFIDPDRDFKRQGDNFEQI 85
NTDB id 1416 SGL RS14595 WP 010873643.1 MGKLNRGWKPNPVVIFVALALLVAIAVIGIGKVDPLGLGQSLARPDPLPQQEEIQVYFNLNNAKGADFIDPDRDFKRQGDNFEQI 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I LEQIDQAQSTIDLAVQELRLPR IAQALVEKQKTGVRVRLVLENTYNQTIKEAVETEKDPFRYRGPLAYLDQNQDGRI SPAESAE
NTDB id 56181 MYO RS12770 WP 010873643.1 ILEQIDQAQSTIDLAVQELRLPRIAQALVEKQKTGVRVRLVLENTYNQTIKEAVETEKDPFRYRGPLAYLDQNQDGRISPAESAE 170
NTDB id 1416 SGL RS14595 WP 010873643.1 ILEQIDQAQSTIDLAVQELRLPRIAQALVEKQKTGVRVRLVLENTYNQTIKEAVETEKDPFRYRGPLAYLDQNQDGRISPAESAE 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RDAI E I LRTQKIPL IDDTEDGSKGSGLMHHKFMVLDNKTVIVTSANFTPSDQHGDYDDNFTRGNANNLLVVQSPAVAHLFTEEFN
NTDB id 56181 MYO RS12770 WP 010873643.1 RDAIEILRTQKIPLIDDTEDGSKGSGLMHHKFMVLDNKTVIVTSANFTPSDQHGDYDDNFTRGNANNLLVVQSPAVAHLFTEEFN 255
NTDB id 1416 SGL RS14595 WP 010873643.1 RDAIEILRTQKIPLIDDTEDGSKGSGLMHHKFMVLDNKTVIVTSANFTPSDQHGDYDDNFTRGNANNLLVVQSPAVAHLFTEEFN 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LLWGDGPGAEKDSLFGINKPSRPAKVLKVGETTVTVKFSPDRRAIPFPNTSNGL IAQYLNQAQQKIQLALFVFSEQALSNVINQR
NTDB id 56181 MYO RS12770 WP 010873643.1 LLWGDGPGAEKDSLFGINKPSRPAKVLKVGETTVTVKFSPDRRAIPFPNTSNGLIAQYLNQAQQKIQLALFVFSEQALSNVINQR 340
NTDB id 1416 SGL RS14595 WP 010873643.1 LLWGDGPGAEKDSLFGINKPSRPAKVLKVGETTVTVKFSPDRRAIPFPNTSNGLIAQYLNQAQQKIQLALFVFSEQALSNVINQR 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FQAGTEVKAL IDRGFAFRYYSEGLDLLGVTLLEDCLEQPGNSPWALPTEFVGTPALPRGDKLHHKFALVDDDTVITGSHNWSPAA
NTDB id 56181 MYO RS12770 WP 010873643.1 FQAGTEVKALIDRGFAFRYYSEGLDLLGVTLLEDCLEQPGNSPWALPTEFVGTPALPRGDKLHHKFALVDDDTVITGSHNWSPAA 425
NTDB id 1416 SGL RS14595 WP 010873643.1 FQAGTEVKALIDRGFAFRYYSEGLDLLGVTLLEDCLEQPGNSPWALPTEFVGTPALPRGDKLHHKFALVDDDTVITGSHNWSPAA 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NHNNDETVLVLQNAQIAAHYQRELDRLYAVTEYGLPPTVQAR IDRQEQECANPRPSPKPLAKATPNRLVNLNRGSQEELESLPGI
NTDB id 56181 MYO RS12770 WP 010873643.1 NHNNDETVLVLQNAQIAAHYQRELDRLYAVTEYGLPPTVQARIDRQEQECANPRPSPKPLAKATPNRLVNLNRGSQEELESLPGI 510
NTDB id 1416 SGL RS14595 WP 010873643.1 NHNNDETVLVLQNAQIAAHYQRELDRLYAVTEYGLPPTVQARIDRQEQECANPRPSPKPLAKATPNRLVNLNRGSQEELESLPGI 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GPSTAEKI I STREQKAFTSLEDLGRVKGIGPSKI EGLRGKVTW
NTDB id 56181 MYO RS12770 WP 010873643.1 GPSTAEKIISTREQKAFTSLEDLGRVKGIGPSKIEGLRGKVTW 553
NTDB id 1416 SGL RS14595 WP 010873643.1 GPSTAEKIISTREQKAFTSLEDLGRVKGIGPSKIEGLRGKVTW 553
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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