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NTDB id 144 SP RS11240 WP 000698569.1 ..MKILPFIARGTSYYLKMSVKKLVPFLVVGLMLAAGDSVYAYSRGNGSIARGDDYPAYYKNGSQEIDQWRMYSRQCTSFVAFRL 83
NTDB id 255 KZH43 RS10055 WP 000698573.1 ..MKILPFIARGTSYYLKMSVKKLVPFLVVGLMLAAGDSVYAYSRGNGSIARGDDYPAYYKNGSQEIDQWRMYSRQCTSFVAFRL 83
NTDB id 180 SPR RS10215 WP 000698573.1 ..MKILPFIARGTSYYLKMSVKKLVPFLVVGLMLAAGDSVYAYSRGNGSIARGDDYPAYYKNGSQEIDQWRMYSRQCTSFVAFRL 83
NTDB id 214 SPD RS10730 WP 000698544.1 ..MKILPFIARGTSYYLKMSVKKLVPFLVVGLMLAAGDSVHAYSRGNGSIARGDDYPAYYKNGSQEIDQWRMYSRQCTSFVAFRL 83
NTDB id 56178 SUT RS09865 WP 227984793.1 MNSRLFTSSKTK.....RMTYCLMTTAFITSLSFQAPQQVF.......ANARGDDYPYT...AIDAVDPWRLYTRQCTSFAAFRL 70
NTDB id 464 ZY05719 RS10040 WP 012775400.1 ....MKTFLRRK.....GIACQLLAAIFIVGINLQSPPSAS.......ANARGDDYPYT...AVDAVDPWRLYTRQCTSFVAFRL 66
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NTDB id 144 SP RS11240 WP 000698569.1 SNVNGFEIPAAYGNANEWGHRARREGYRVDNTPTIGSITWSTAGTYGHVAWVSNVMGDQIEIEEYNYGYTESYNKRVIKANTMTG 168
NTDB id 255 KZH43 RS10055 WP 000698573.1 SNVNGFEIPAAYGNANEWGHRARREGYRVDNTPTIGSITWSTAGTYGHVAWVSNVMGDQIEIEEYNYGYTESYNKRVIKANTMTG 168
NTDB id 180 SPR RS10215 WP 000698573.1 SNVNGFEIPAAYGNANEWGHRARREGYRVDNTPTIGSITWSTAGTYGHVAWVSNVMGDQIEIEEYNYGYTESYNKRVIKANTMTG 168
NTDB id 214 SPD RS10730 WP 000698544.1 SNVNGFEIPAAYGNANEWGHRARREGYRVDNTPTIGSITWSTAGTYGHVAWVSNVMGDQIEIEEYNYGYTESYNKRVIKANTMTG 168
NTDB id 56178 SUT RS09865 WP 227984793.1 STVNNFTLPPAYGNADTWGHRARQEGYTVDMNPAVGSIAWFEI..PMHVAWVSAVNGDSVEIEEYNYGARYTYGRRTIPKHSASG 153
NTDB id 464 ZY05719 RS10040 WP 012775400.1 STVNGFTLPPAYGDANVWGHRAKQEGYQVNMTPAVGAVAWWET..PMHVAWVSAVNGDTVEIEEYNYGVRYTYGRRVIPKNAVSG 149
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NTDB id 144 SP RS11240 WP 000698569.1 FIHFKDLDGGSVGNS.....QSSTSTGGTHYFKTKSAIKTEPLASGTVIDYYYPGEKVHYDQILEKDGYKWLSYTAYNGSYRYVQ 248
NTDB id 255 KZH43 RS10055 WP 000698573.1 FIHFKDLDSGSVGNS.....QSSASTGGTHYFKTKSAIKTEPLVSATVIDYYYPGEKVHYDQILEKDGYKWLSYTAYNGSYRYVQ 248
NTDB id 180 SPR RS10215 WP 000698573.1 FIHFKDLDSGSVGNS.....QSSASTGGTHYFKTKSAIKTEPLVSATVIDYYYPGEKVHYDQILEKDGYKWLSYTAYNGSYRYVQ 248
NTDB id 214 SPD RS10730 WP 000698544.1 FIHFKDLDSGSVGNS.....QSSASTGGTHYFKTKSAIKTEPLVSATVIDYYYPGEKVHYDQILEKDGYKWLSYTAYNGSYRYVQ 248
NTDB id 56178 SUT RS09865 WP 227984793.1 YIHFKDLESANSSTISALPTATTLASSGTYTFTDQVAIKSQASSASSTIDYYFAGESVRYDQVIEAEGQQWISYISYSGARRYIA 238
NTDB id 464 ZY05719 RS10040 WP 012775400.1 YIHFKNLGAGTTNS......QPALAPSGTYTFTSQLAIKSQASLSSPTLDYYYAGESVRYDKVLEDDGQRWISYISYSGARRYIA 228
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NTDB id 144 SP RS11240 WP 000698569.1 LEAVNKNPLGNSV...LSSTGGTHYFKTKSAIKTEPLVSATVIDYYYPGEKVHYDQILEKDGYKWLSYTAYNGSRRYIQLEGVTS 330
NTDB id 255 KZH43 RS10055 WP 000698573.1 LEAVNKNPLGNSV...LSSTGGTHYFKIKSAIKTEPLVSATVIDYYYPGEKVHYDQILEKDGYKWLSYTAYNGSRRYIQLEGVTS 330
NTDB id 180 SPR RS10215 WP 000698573.1 LEAVNKNPLGNSV...LSSTGGTHYFKIKSAIKTEPLVSATVIDYYYPGEKVHYDQILEKDGYKWLSYTAYNGSRRYIQLEGVTS 330
NTDB id 214 SPD RS10730 WP 000698544.1 LEAVNKNPLGNSV...LSSTGGTHYFKIKSAIKTEPLVSATVIDYYYPGEKVHYDQILEKDGYKWLSYTAYNGSRRYIQLEGVTS 330
NTDB id 56178 SUT RS09865 WP 227984793.1 IETVTNTLTQQATVYSSLPPSGIYTIKTHSSVRNNPSLSSPEVAHYDTGASVYYDKVVTAEGRQWISYISYSGIRRYIAIS.... 319
NTDB id 464 ZY05719 RS10040 WP 012775400.1 IQPTITQ.....STNNSLPASGSYTIQSYSSVRNNPSLSSPEITFYGAGSVVRYDKVITAEGRTWISYISYSGARRYIAIS.... 304
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logo SQNYQNQSGNI SSYGSHNSNSSTVGWKKINGSWYHFKSNGSKSTGWLKDGSSWYYLKLSGEMQTGWLKENGLSWYYLGSSGAMKTGWY
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NTDB id 180 SPR RS10215 WP 000698573.1 SQNYQNQSGNISSYGSNNSSTVGWKKINGSWYHFKSNGSKSTGWLKDGSSWYYLKLSGEMQTGWLKENGSWYYLGSSGAMKTGWY 415
NTDB id 214 SPD RS10730 WP 000698544.1 SQNYQNQSGNISSYGSNNSSTVGWKKINGSWYHFKSNGSKSTGWLKDGSSWYYLKLSGEMQTGWLKENGSWYYLGSSGAMKTGWY 415
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