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NTDB id 144 SP RS11240 WP 000698569.1 QVSGIMWYYSYSSGALA NTTVDGYRVNSDGER Ve
NTDB id 255 KZH43 RS10055 WP 000698573.1 QVSGIAWYYSYSSGALA NTTVDGYRVNSDGER Vi

NTDB id 180 SPR RS10215 WP 000698573.1 QVSGRWYYSYSSGALA NTTVDGYRVNSDGER Vs
NTDB id 214 SPD RS10730 WP 000698544.1 QVSGIMWYYSYSSGALA NTTVDGYRVNSDGER Vs
NTDB id 56178 SUT RS09865 WP 227984793.1 .. ... i i it 319
NTDB id 464 ZY05719 RS10040 WP 012775400.1 ... ... ... . .. . . .. 304
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