
logo MTSDPNPAQAFENWFEEEEGDDAFTSL IAGEETNSGI EELDFGDLFEGEPTVIQGEGFGSPSSGEEDPPVRMTLDFNSPEAELDA
NTDB id 56176 MYO RS10735 WP 010873252.1 MTSDPNPAQAFENWFEEEEGDDAFTSLIAGEETNSGIEELDFGDLFEGEPTVIQGEGFGSPSSGEEDPPVRMTLDFNSPEAELDA 85
NTDB id 1419 SGL RS12550 WP 010873252.1 MTSDPNPAQAFENWFEEEEGDDAFTSLIAGEETNSGIEELDFGDLFEGEPTVIQGEGFGSPSSGEEDPPVRMTLDFNSPEAELDA 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LFTDEDAPTTAIDPFESSSWLE IDQMMEADPLAS IPETNAPAYQTAGGLDDNDLAELQDLLGVGDVEPAITNPGLHSFAGADRVT
NTDB id 56176 MYO RS10735 WP 010873252.1 LFTDEDAPTTAIDPFESSSWLEIDQMMEADPLASIPETNAPAYQTAGGLDDNDLAELQDLLGVGDVEPAITNPGLHSFAGADRVT 170
NTDB id 1419 SGL RS12550 WP 010873252.1 LFTDEDAPTTAIDPFESSSWLEIDQMMEADPLASIPETNAPAYQTAGGLDDNDLAELQDLLGVGDVEPAITNPGLHSFAGADRVT 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PLTNEVLLFAAIDDLDGL INAPVLDEEFSFTELETL IDTPAPKSFATI SHPFRLPVAMEEDEDEFKDLEALLEQADSSLGGGIAG
NTDB id 56176 MYO RS10735 WP 010873252.1 PLTNEVLLFAAIDDLDGLINAPVLDEEFSFTELETLIDTPAPKSFATISHPFRLPVAMEEDEDEFKDLEALLEQADSSLGGGIAG 255
NTDB id 1419 SGL RS12550 WP 010873252.1 PLTNEVLLFAAIDDLDGLINAPVLDEEFSFTELETLIDTPAPKSFATISHPFRLPVAMEEDEDEFKDLEALLEQADSSLGGGIAG 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MGGARLPARPRQVKSRSFEQTMRVP IKQLDNLSNL IGELVVKRNRLEQDQERLRQFLDNLLNQAQNLSDVGGRMQDLYERTLLEG
NTDB id 56176 MYO RS10735 WP 010873252.1 MGGARLPARPRQVKSRSFEQTMRVPIKQLDNLSNLIGELVVKRNRLEQDQERLRQFLDNLLNQAQNLSDVGGRMQDLYERTLLEG 340
NTDB id 1419 SGL RS12550 WP 010873252.1 MGGARLPARPRQVKSRSFEQTMRVPIKQLDNLSNLIGELVVKRNRLEQDQERLRQFLDNLLNQAQNLSDVGGRMQDLYERTLLEG 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ALLASRSTNSRHHSSKTTYPDAR ITASSSSTMNDQPLDALEMDRFTGFHLLSQEMIEL IVRVRESASDIQYLVDETDQVARTLRQ
NTDB id 56176 MYO RS10735 WP 010873252.1 ALLASRSTNSRHHSSKTTYPDARITASSSSTMNDQPLDALEMDRFTGFHLLSQEMIELIVRVRESASDIQYLVDETDQVARTLRQ 425
NTDB id 1419 SGL RS12550 WP 010873252.1 ALLASRSTNSRHHSSKTTYPDARITASSSSTMNDQPLDALEMDRFTGFHLLSQEMIELIVRVRESASDIQYLVDETDQVARTLRQ 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VTTQLQEGMTKSRMVPFTQTADRLPRAIREVSMKLNKKVNLEVEGGDVL IDKMI LEHLYNPMTHLVNNAITHGI ETPAERQKLGK
NTDB id 56176 MYO RS10735 WP 010873252.1 VTTQLQEGMTKSRMVPFTQTADRLPRAIREVSMKLNKKVNLEVEGGDVLIDKMILEHLYNPMTHLVNNAITHGIETPAERQKLGK 510
NTDB id 1419 SGL RS12550 WP 010873252.1 VTTQLQEGMTKSRMVPFTQTADRLPRAIREVSMKLNKKVNLEVEGGDVLIDKMILEHLYNPMTHLVNNAITHGIETPAERQKLGK 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SPEGHLAVRAFLQGNQTL ITVSDDGAGINTEMVKQKAVEKGL I SRMEAQSLSQSEVYDLLFHAGFSTKDTADDFAGRGVGLDVVR
NTDB id 56176 MYO RS10735 WP 010873252.1 SPEGHLAVRAFLQGNQTLITVSDDGAGINTEMVKQKAVEKGLISRMEAQSLSQSEVYDLLFHAGFSTKDTADDFAGRGVGLDVVR 595
NTDB id 1419 SGL RS12550 WP 010873252.1 SPEGHLAVRAFLQGNQTLITVSDDGAGINTEMVKQKAVEKGLISRMEAQSLSQSEVYDLLFHAGFSTKDTADDFAGRGVGLDVVR 595
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo TSL IDIRGAINI ESTVGKGTTFTIRLPLTLS ICKALCCLSDRAR IAFPMDGVEDTRDYLPKDIVTDEDGQKCVKYGKEALLLPLY
NTDB id 56176 MYO RS10735 WP 010873252.1 TSLIDIRGAINIESTVGKGTTFTIRLPLTLSICKALCCLSDRARIAFPMDGVEDTRDYLPKDIVTDEDGQKCVKYGKEALLLPLY 680
NTDB id 1419 SGL RS12550 WP 010873252.1 TSLIDIRGAINIESTVGKGTTFTIRLPLTLSICKALCCLSDRARIAFPMDGVEDTRDYLPKDIVTDEDGQKCVKYGKEALLLPLY 680
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PLKDLLNYNRQLSRGSVYGGKQEEDVVRVI IARGSSGNLLALQIDQVLGEEE IV IKQI EGP IPKPPGIAGATVRGDGS IMP IADV
NTDB id 56176 MYO RS10735 WP 010873252.1 PLKDLLNYNRQLSRGSVYGGKQEEDVVRVIIARGSSGNLLALQIDQVLGEEEIVIKQIEGPIPKPPGIAGATVRGDGSIMPIADV 765
NTDB id 1419 SGL RS12550 WP 010873252.1 PLKDLLNYNRQLSRGSVYGGKQEEDVVRVIIARGSSGNLLALQIDQVLGEEEIVIKQIEGPIPKPPGIAGATVRGDGSIMPIADV 765
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LEL I E IAQGRLRTDSSGGLWRKTLTPTVNEVHMDPTVL IVDDS ITVRELLSLSFKKAGFRVEQARDGQEAWDQLKSGLPCDLVFC
NTDB id 56176 MYO RS10735 WP 010873252.1 LELIEIAQGRLRTDSSGGLWRKTLTPTVNEVHMDPTVLIVDDSITVRELLSLSFKKAGFRVEQARDGQEAWDQLKSGLPCDLVFC 850
NTDB id 1419 SGL RS12550 WP 010873252.1 LELIEIAQGRLRTDSSGGLWRKTLTPTVNEVHMDPTVLIVDDSITVRELLSLSFKKAGFRVEQARDGQEAWDQLKSGLPCDLVFC 850
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DI EMPRKNGLELLSELQADEELSS IPVALLTSRGADRHRKVAAKLGATGYFTKPYTEKDI LDAANRMLNGEVLLPGSTRKTNS I L
NTDB id 56176 MYO RS10735 WP 010873252.1 DIEMPRKNGLELLSELQADEELSSIPVALLTSRGADRHRKVAAKLGATGYFTKPYTEKDILDAANRMLNGEVLLPGSTRKTNSIL 935
NTDB id 1419 SGL RS12550 WP 010873252.1 DIEMPRKNGLELLSELQADEELSSIPVALLTSRGADRHRKVAAKLGATGYFTKPYTEKDILDAANRMLNGEVLLPGSTRKTNSIL 935
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SRFKKARGNFSEEAPTIVRSNPGTLRSTVL I IDDSVMVREMLSMTFKKADYHTETARDGQDAWEKLKSGLPCDL I LCDI EMPRMN
NTDB id 56176 MYO RS10735 WP 010873252.1 SRFKKARGNFSEEAPTIVRSNPGTLRSTVLIIDDSVMVREMLSMTFKKADYHTETARDGQDAWEKLKSGLPCDLILCDIEMPRMN 1020
NTDB id 1419 SGL RS12550 WP 010873252.1 SRFKKARGNFSEEAPTIVRSNPGTLRSTVLIIDDSVMVREMLSMTFKKADYHTETARDGQDAWEKLKSGLPCDLILCDIEMPRMN 1020
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GLELLER IQEDPNLSR IPVAMITSRGAQKMQRMAAEKGAKGYFVKPYI EETLLEASQRL IRGEVLLDLAALSADE
NTDB id 56176 MYO RS10735 WP 010873252.1 GLELLERIQEDPNLSRIPVAMITSRGAQKMQRMAAEKGAKGYFVKPYIEETLLEASQRLIRGEVLLDLAALSADE 1095
NTDB id 1419 SGL RS12550 WP 010873252.1 GLELLERIQEDPNLSRIPVAMITSRGAQKMQRMAAEKGAKGYFVKPYIEETLLEASQRLIRGEVLLDLAALSADE 1095
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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