
logo MYSLDVNFLKDRNSDVVRSTQTTTITLTGDDLQKQMPLYIGAGVMVLLPALAGLGVLL INWQKGVAQTNIQQLETELSQLQGEQQ
NTDB id 56170 MYO RS08860 WP 010872898.1 MYSLDVNFLKDRNSDVVRSTQTTTITLTGDDLQKQMPLYIGAGVMVLLPALAGLGVLLINWQKGVAQTNIQQLETELSQLQGEQQ 85
NTDB id 1412 SGL RS10690 WP 010872898.1 MYSLDVNFLKDRNSDVVRSTQTTTITLTGDDLQKQMPLYIGAGVMVLLPALAGLGVLLINWQKGVAQTNIQQLETELSQLQGEQQ 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KIQEVEAKTAAAHQEADGL IGVFNQIKPWSALFQE ITNQLPQEVQLQS IQQEGNVITLSGFAGNYGSLNDFLLTLQSSKFLQANK
NTDB id 56170 MYO RS08860 WP 010872898.1 KIQEVEAKTAAAHQEADGLIGVFNQIKPWSALFQEITNQLPQEVQLQSIQQEGNVITLSGFAGNYGSLNDFLLTLQSSKFLQANK 170
NTDB id 1412 SGL RS10690 WP 010872898.1 KIQEVEAKTAAAHQEADGLIGVFNQIKPWSALFQEITNQLPQEVQLQSIQQEGNVITLSGFAGNYGSLNDFLLTLQSSKFLQANK 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TKLMTANAAALP ITGEGATAETGGTEEPSADQAASGVVIPAGVSYTIQTE ITNTPDKEL ITAL IANGAAGLVARFKFLELKGVLD
NTDB id 56170 MYO RS08860 WP 010872898.1 TKLMTANAAALPITGEGATAETGGTEEPSADQAASGVVIPAGVSYTIQTEITNTPDKELITALIANGAAGLVARFKFLELKGVLD 255
NTDB id 1412 SGL RS10690 WP 010872898.1 TKLMTANAAALPITGEGATAETGGTEEPSADQAASGVVIPAGVSYTIQTEITNTPDKELITALIANGAAGLVARFKFLELKGVLD 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RPAGIPEVAP I LEPPAEGAPGAETPPANN
NTDB id 56170 MYO RS08860 WP 010872898.1 RPAGIPEVAPILEPPAEGAPGAETPPANN 284
NTDB id 1412 SGL RS10690 WP 010872898.1 RPAGIPEVAPILEPPAEGAPGAETPPANN 284
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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