logo

NTDB id 1028 TT RS08215 WP 011173991.1
NTDB id 1384 A4U84 RS08525 WP 010787006.1
NTDB id 56097 KSO RS07630 WP 003153083.1
NTDB id 96 BSU 24730 NP 390353.1
consensus

logo

NTDB id 1028 TT RS08215 WP 011173991.1
NTDB id 1384 A4U84 RS08525 WP 010787006.1
NTDB id 56097 KSO RS07630 WP 003153083.1
NTDB id 96 BSU 24730 NP 390353.1
consensus

logo

NTDB id 1028 TT RS08215 WP 011173991.1
NTDB id 1384 A4U84 RS08525 WP 010787006.1
NTDB id 56097 KSO RS07630 WP 003153083.1
NTDB id 96 BSU 24730 NP 390353.1
consensus

logo

NTDB id 1028 TT RS08215 WP 011173991.1
NTDB id 1384 A4U84 RS08525 WP 010787006.1
NTDB id 56097 KSO RS07630 WP 003153083.1
NTDB id 96 BSU 24730 NP 390353.1
consensus

logo

NTDB id 1028 TT RS08215 WP 011173991.1
NTDB id 1384 A4U84 RS08525 WP 010787006.1
NTDB id 56097 KSO RS07630 WP 003153083.1
NTDB id 96 BSU 24730 NP 390353.1
consensus

logo

NTDB id 1028 TT RS08215 WP 011173991.1
NTDB id 1384 A4U84 RS08525 WP 010787006.1
NTDB id 56097 KSO RS07630 WP 003153083.1
NTDB id 96 BSU 24730 NP 390353.1
consensus

SVLT | CDKRLCAALLDACLLTDEELQRALERHREVCGSLAEVLVD VGLLSERRIAQT IEDRFC I PLVELHRVE | PPKVKALLPA
MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVKALLPA

EKAKELKA | PFALDEEACVWRVAFLNPLDTLSLEEVEDLTCLVWEPYQT TKSAFLYALAKHYPELCLPV SCECQKDLKLGE
EKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSGEGQKDLKLGE

LLLQKCWI SREALEEALVEQEKTCDLLCRILVRKGLPEEALYRALAEQKCLEFLESTEG I VPDPSAALLLLRSDALRYCAVE | CF
LLLQKGWISREALEEALVEQEKTGDLLGRILVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLLLRSDALRYGAVPIGF

QNCEVEVVLSDPRHKEAVAQLLNRPARFYLALFPQAWEELFRRAYFPQKNRLGEVLVQECKLSREALKEALEVQKCLPRAKPLGE T L
QNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREALKEALEVQKGLPRAKPLGEIL

VEL CLARPEDVEEALQKQRRCCCRLEDTLVQS CKLRPEALAQAVATSESY TYVESREER  Fb 1 s BRIRRNE2ks] LRRY LY
VELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGMPYVRPEERP. .. .. DPGAPLLLPED|BCRJ:A GVF
.............................................. MSQMTICEQQTERIFDISIFSRWQKNCEEKQIMLLIAYLAV

EEHﬁLVLmsDEﬁN&TALB&%@I:AL&&K LNK%VE VVA ERE XL AL s EqEREYERREL REYRREF AKKQAEEEVSE

HRLEGN DVRLALKRKGLNYE ATEAARTKINE. . . .. .. ERFMGKA|ARSEMAKIZFAKKQAEEEVPS
VQETEH LWLA D ENN TA IFAFM.TH. VU IASDEBKY|RENALSPEQQPIMEES|HAFMEQ. . . . ... ... QE

Sooum

170

255

340

420

39

498
109



logo

NTDB id 1028 TT RS08215 WP 011173991.1
NTDB id 1384 A4U84 RS08525 WP 010787006.1
NTDB id 56097 KSO RS07630 WP 003153083.1
NTDB id 96 BSU 24730 NP 390353.1
consensus

logo

NTDB id 1028 TT RS08215 WP 011173991.1
NTDB id 1384 A4U84 RS08525 WP 010787006.1
NTDB id 56097 KSO RS07630 WP 003153083.1
NTDB id 96 BSU 24730 NP 390353.1
consensus

logo

NTDB id 1028 TT RS08215 WP 011173991.1
NTDB id 1384 A4U84 RS08525 WP 010787006.1
NTDB id 56097 KSO RS07630 WP 003153083.1
NTDB id 96 BSU 24730 NP 390353.1
consensus

logo

NTDB id 1028 TT RS08215 WP 011173991.1
NTDB id 1384 A4U84 RS08525 WP 010787006.1
NTDB id 56097 KSO RS07630 WP 003153083.1
NTDB id 96 BSU 24730 NP 390353.1
consensus

logo

NTDB id 1028 TT RS08215 WP 011173991.1
NTDB id 1384 A4U84 RS08525 WP 010787006.1
NTDB id 56097 KSO RS07630 WP 003153083.1
NTDB id 96 BSU 24730 NP 390353.1
consensus

ﬂ%ﬁ

%m&&ewMH%MMW%%%MK

DESAA IUK
Q P TQLLDI\INF| FCLAQNASDIHIEPRKQKLII IMRID - [fLIsoMYq - LEJ JWRLIS - KAL

Q

* ok ** Fokok kokokokokokkkokkokok DL L LT 1 hsk skokokoksk  Dokokokok Dokok  skokokokokokokokokokok | Dakok Dokokokkskok Dok Lk Lk D1 Dkskk

%%ﬂ%ﬂ%MM@%me%mwMTMMSM

YlE NAIDV ' LRIBSSTLPT MGE|QAV RLL “KESINRAP - T - DIL[CIWNP GUANNANERY B 134G IJLITGPTGSGK - JATEY S | | 93NN
FTTELINDEE ERVS LPTIMGEIMLV RL@ N PTSFRFLQIEGFNIHQQQTRRAN AJRNQ P Q[eINNN Ve hers{e)s ITLYSW N YR
1ML TVEILRMSTLPT NIBESLVIRLLIZK INPIZ DKLSLFEGAGAELLSFLKH HGLLLFTGPTGSGK TTLYSL NYAK
QAN VIsILRMSTLPTIIWNERILVIR 0N THPRJIDKLSIRFPINGATLLSFLKH HG L FTGPTGSGK TTLYSL YAK
kokokk  ckokckokokok Dk Dok D Dk sk b sk Dok Dskoskoskskokksk skoskokokok |

U

WM@W% et 1))

Db

TPD NTQT EDPVEYEIPG NQTQVNPQAG T | L AQLR DPD I GEIRD ETAKIATEAALTGHLV

MHW&gwﬁﬂﬂM&m&m&wMM

LB RRMEEHGIVEVKPDPE. . . . TLEIJLEMSIHAEIQGARLYKEMGCERMGGTGY[{ER YATHE

:::::::maiﬁz

kokokokokok kok ok kokskokokok | kkk

kb Psksksk D oskosksksksk |oskoskskskskskskkx 1111

oL Ree e

ko Dokok Dok ok kokokokokok  kokokokok |okokokokokk

@5 *N]E-EIKEIARRK KTLREDCLYKALQ |TII£L/QBVLA ﬁf@

IVACKSAIKETARRKGMKTLREDGLYKALQGITTLEEVEARTIE 889
461

AB 356
K 356

% ok sk ok ok k ok kokokook | okokok ok ok okok kkkk kkkxk ok

X non conserved
B similar
>507% conserved

666
277
163
163

751
362
248
248

832
432
325
325



