
logo MDDHYAHYTKDI
L
E
QPTAVENI

L
A
SKAI

VYTVNRHAKTAPNPKFYLYLLKKRALQKLLVKQEGKGKRKI
VGLHFSKNNPKRFYSQQQSDVL I ES IGDYYFHLM

NTDB id 56029 TM2 RS06810 WP 008356877.1 MDDYAHTKDIEPTAENIAKAIYTVNRHAKTAPNPKFLYLLKKRALQKLLQEGKGRKVGLHFSNNPKYSQQQSDVLIEIGDYYFHL 85
NTDB id 88 BSU 14020 NP 389285.1 MDDHAYTKDLQPTVENLSKAVYTVNRHAKTAPNPKYLYLLKKRALQKLVKEGKGKKIGLHFSKNPRFSQQQSDVLISIGDYYFHM 85
consensus !!!*!*!!!* !! !!* !!*!!!!!!!!!!!!!!*!!!!!!!!!!!!* !!!!*!*!!!!! !!**!!!!!!!!! !!!!!!!*

logo PPTKEDFEFHLPHLGNTLNQSYRNPKANQMSLNTKRAKHQI
LLQETYVGLMKEKPALAVPTNKRQKQPSAHYHTKPVFKKRLGESYF

NTDB id 56029 TM2 RS06810 WP 008356877.1 PPTKEDFEFLPHLGNLNQSYRNPKANMSLNRAKQILQTYVGLKEKPAAT.KQKSHYTKPVFKRLGESYF 153
NTDB id 88 BSU 14020 NP 389285.1 PPTKEDFEHLPHLGTLNQSYRNPKAQMSLTKAKHLLQEYVGMKEKPLVPNRQQPAYHKPVFKKLGESYF 154
consensus !!!!!!!!*!!!!! !!!!!!!!!!*!!! *!!**!! !!!*!!!! ***! **!*!!!!!*!!!!!!
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