
logo MRNSRLLLPMAAASATAGITAAAYFPAI FLF I LFLL I I L IKTRHAFL I IVCFFSF I LFFVLYAVTDSQNVSSYRQGTYQFKAVID
NTDB id 56014 C663 RS12420 WP 041517945.1 MRNSRLLLPMAAASATAGITAAAYFPAIFLFILFLLIILIKTRHAFLIIVCFFSFILFFVLYAVTDSQNVSSYRQGTYQFKAVID 85
NTDB id 107 BSU 25570 NP 390435.1 MRNSRLLLPMAAASATAGITAAAYFPAIFLFILFLLIILIKTRHAFLIIVCFFSFILFFVLYAVTDSQNVSSYRQGTYQFKAVID 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

N
TIPKIDGDRMSMMVETPDKEKWAAAYR IQSAGEKEQLLYI EPGMSCELTGTLEEPNHATVPGAFDYNEYLYRQHIHWNYSVTS IQ

NTDB id 56014 C663 RS12420 WP 041517945.1 NIPKIDGDRMSMMVETPDKEKWAAAYRIQSAGEKEQLLYIEPGMSCELTGTLEEPNHATVPGAFDYNEYLYRQHIHWNYSVTSIQ 170
NTDB id 107 BSU 25570 NP 390435.1 TIPKIDGDRMSMMVETPDKEKWAAAYRIQSAGEKEQLLYIEPGMSCELTGTLEEPNHATVPGAFDYNEYLYRQHIHWNYSVTSIQ 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NCSEPENFKYKVLSLRKHI I SFTNSLLPPDSATGIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAI SGLHVGI LTAGLFYIMIRLG
NTDB id 56014 C663 RS12420 WP 041517945.1 NCSEPENFKYKVLSLRKHIISFTNSLLPPDSAGIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAISGLHVGILTAGLFYIMIRLG 255
NTDB id 107 BSU 25570 NP 390435.1 NCSEPENFKYKVLSLRKHIISFTNSLLPPDSTGIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAISGLHVGILTAGLFYIMIRLG 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ITREKAS I LLLLFLPLYVMLTGAAPSSVLRAALMSGVYLAGSLVKWRVHRSATAICLSYIVLLLFNPYHLFEAGFQLSFAVSFSL I L
NTDB id 56014 C663 RS12420 WP 041517945.1 ITREKASILLLLFLPLYVMLTGAASSVLRAALMSGVYLAGSLVKWRVHSATAICLSYIVLLLFNPYHLFEAGFQLSFAVSFSLIL 340
NTDB id 107 BSU 25570 NP 390435.1 ITREKASILLLLFLPLYVMLTGAAPSVLRAALMSGVYLAGSLVKWRVRSATAICLSYIVLLLFNPYHLFEAGFQLSFAVSFSLIL 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SSS I FQQVKTSLGQLTIVSL IAQLGSLP I LLYHFHKQFS I I SVPMNMLMVPFYTFC I LPGAVAGVLLLSLSASFGRLFFSWFDLL I
NTDB id 56014 C663 RS12420 WP 041517945.1 SSSIFQQVKTSLGQLTIVSLIAQLGSLPILLYHFHKFSIISVPMNMLMVPFYTFCILPGAVAGVLLLSLSASFGRLFFSWFDLLI 425
NTDB id 107 BSU 25570 NP 390435.1 SSSIFQQVKTSLGQLTIVSLIAQLGSLPILLYHFHQFSIISVPMNMLMVPFYTFCILPGAVAGVLLLSLSASFGRLFFSWFDLLI 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SW I
TNRL ITNIADVDVFTIMIAHPAPVLLFLFTVTI ILLLLMAI EKRSLSQLMVTGGICCTVLMFLLF IYPCLSSEGEVDMIDIGQGD

NTDB id 56014 C663 RS12420 WP 041517945.1 SWTNRLITNIADVDVFTIMIAHPAPVLLFLFTVTILLLLMAIEKRSLSQLMVTGGICCTVLFLLFIYPCLSSEGEVDMIDIGQGD 510
NTDB id 107 BSU 25570 NP 390435.1 SWINRLITNIADVDVFTIMIAHPAPVLLFLFTVTIILLLMAIEKRSLSQLMVTGGICCTVMFLLFIYPCLSSEGEVDMIDIGQGD 510
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!

logo SMFVGAPHQRGRVL IDTGGTLSYSSEPWREKQHPFSLGEKVL IPFLTAKGIKQLDAL I LTHADQDHIGEAE I
TLLKHYHKVKRLVIP

NTDB id 56014 C663 RS12420 WP 041517945.1 SMFVGAPHQRGRVLIDTGGTLSYSSEPWREKQHPFSLGEKVLIPFLTAKGIKQLDALILTHADQDHIGEAETLLKYHKVKRLVIP 595
NTDB id 107 BSU 25570 NP 390435.1 SMFVGAPHQRGRVLIDTGGTLSYSSEPWREKQHPFSLGEKVLIPFLTAKGIKQLDALILTHADQDHIGEAEILLKHHKVKRLVIP 595
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!!



logo KGFVSEPKDEKVLQATAREEGVATI EEVKRGDVLQIKDLQFHVLSPEAPDPASKNNSSLVLWMETGGMSWI LTGDLEKEGEQEVMDNV
NTDB id 56014 C663 RS12420 WP 041517945.1 KGFVSEPKDEKVLQTAREEGVTIEEVKRGDVLQIKDLQFHVLSPEAPDPASKNNSSLVLWMETGGMSWILTGDLEKEGEQEVMDV 680
NTDB id 107 BSU 25570 NP 390435.1 KGFVSEPKDEKVLQAAREEGVAIEEVKRGDVLQIKDLQFHVLSPEAPDPASKNNSSLVLWMETGGMSWILTGDLEKEGEQEVMNV 680
consensus !!!!!!!!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !

logo FPNIKADVLKVGHHGSKGSTGEEF ITQQLQPEKTAI I SAGKNNRYHHPHQEKVLQLLQRHS IRVLRTDQNGTIQYRYKNRGVGTFSVYP
NTDB id 56014 C663 RS12420 WP 041517945.1 FPNIKADVLKVGHHGSKGSTGEEFTQQLQPETAIISAGKNNRYHHPHQEVLQLLQRHSIRVLRTDQNGTIQYRYKNRGGTFSVYP 765
NTDB id 107 BSU 25570 NP 390435.1 FPNIKADVLKVGHHGSKGSTGEEFIQQLQPKTAIISAGKNNRYHHPHQKVLQLLQRHSIRVLRTDQNGTIQYRYKNRVGTFSVYP 765
consensus !!!!!!!!!!!!!!!!!!!!!!!! !!!!! !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!

logo PYDTSDITETN
NTDB id 56014 C663 RS12420 WP 041517945.1 PYDTSDITETN 776
NTDB id 107 BSU 25570 NP 390435.1 PYDTSDITETN 776
consensus !!!!!!!!!!!
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