
logo

MFSAVTEDGQMFHLLGAQQNQKLKRRRFFCPVCGGELAVKLGLQKAPHFAHKQNKSCAS IDI EPESAYHLEGKRQLYVWLKTQRAS
NTDB id 55992 C663 RS06255 WP 015483087.1 MFSAVTEDGQMFHLLGAQQNQKLKRRRFFCPVCGGELAVKLGLQKAPHFAHKQNKSCSIDIEPESAYHLEGKRQLYVWLKTQRAS 85
NTDB id 123 BSU 11530 NP 389035.1 ..........MFHLLGAQQNQKLKRRRFFCPVCGGELAVKLGLQKAPHFAHKQNKSCAIDIEPESAYHLEGKRQLYVWLKTQRAS 75
consensus **********!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo P I LEPYIRTINQRPDVMARIKEHMLAVEYQCATIAPDNVFQKLRTEGFKQEGI IPQWIMGYSRLKRTASSFYQLSATFHWQF INASPY
NTDB id 55992 C663 RS06255 WP 015483087.1 PILEPYIRTINQRPDVMARIKEHMLAVEYQCATIAPNVFQKLTEGFKQEGIIPQWIMGYSRLKRTASSFYQLSAFHWQFINASPY 170
NTDB id 123 BSU 11530 NP 389035.1 PILEPYIRTINQRPDVMARIKEHMLAVEYQCATIAPDVFQKRTEGFKQEGIIPQWIMGYSRLKRTASSFYQLSTFHWQFINASPY 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!

logo REL ICYCPERRSFLRLSHI IPFYTNHSYSSVQTIP IHRAGAVDGDLFFTEPKPS IQYSGWTKAIHRFRHKPHRFNSKE I
TNRLRLLFY

NTDB id 55992 C663 RS06255 WP 015483087.1 RELICYCPERRSFLRLSHIIPFYTNHSYSSVQTIPIHRAGVDDLFFTEPKPSIQYSGWTKAIHRFRHKPHRFNSKEINRLRLLFY 255
NTDB id 123 BSU 11530 NP 389035.1 RELICYCPERRSFLRLSHIIPFYTNHSYSSVQTIPIHRAGAGDLFFTEPKPSIQYSGWTKAIHRFRHKPHRFNSKETNRLRLLFY 245
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!

logo EKRQTPFSFLPTEVFVPVRSKGAVFKSPVFVWQGFLYLFMTDLGGKRAP IRFSAVLQQCKLHIHNKNIALRFSECSEECLSEAVKQY
NTDB id 55992 C663 RS06255 WP 015483087.1 EKRQTPFSFLPTEVFVPVSKGAVFKSPVFVWQGFLYLFMTDLGGKRAPIRFSAVLQQCKLHIHNKNIALRFECSEECLSEAVKQY 340
NTDB id 123 BSU 11530 NP 389035.1 EKRQTPFSFLPTEVFVPVRKGAVFKSPVFVWQGFLYLFMTDLGGKRAPIRFSAVLQQCKLHIHNKNIALRSECSEECLSEAVKQY 330
consensus !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!

logo IDFLCKKGFLRETQKEVYVLNQPAGSGIHSMQDL I ERDRSCF I E
NTDB id 55992 C663 RS06255 WP 015483087.1 IDFLCKKGFLRETQKEVYVLNQPASGIHSMQDLIERDRSCFIE 383
NTDB id 123 BSU 11530 NP 389035.1 IDFLCKKGFLRETQKEVYVLNQPAGGIHSMQDLIERDRSCFIE 373
consensus !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!
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