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NTDB id 55952 HD73 RS22640 WP 001013180.1 MNGIEIFANTILKEACRVQASDLHIVPRQKDVAVQLRIGKDLMTRQCIEKEFGEKLVSHFKFLASMDIGEKRKPQNGSLYLQIDG 85
NTDB id 96 BSU 24730 NP 390353.1 MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLTLKLKE 85
consensus ! !! ** !!* !!!*!!!!! *! ** !* * !* * ** !! * *!*!!!!!! !!!!!*!!!!!!!! ! *
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PQAYNS IVPQPS ILDSHKLSLFPKSTAGAKTLLSFLKRHYSHQGLML IVFTGPTGSGKTTTLMYASLLVEQVYAIKRKHKFKNTRNR I IV
NTDB id 55952 HD73 RS22640 WP 001013180.1 QEVYLRLSTLPTVYQESLVIRLHLQASVQPLSHLSLFPSTAAKLLSFLRYSQGLLVFTGPTGSGKTTTMYALLEVIRKKKTRRII 170
NTDB id 96 BSU 24730 NP 390353.1 GNVHLRMSTLPTINEESLVIRVMPQYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQYAKKHFNRNIV 170
consensus !*!!*!!!!!* !!!!!!***! **** *!!!!! !*! !!!!!**!*!*!*!!!!!!!!!!!!*! !* *!* ! !*

logo TLEDPVEKTRDSDEDVLQI
VQI

VNEKAGLVTYESATGLKAI LRHDPDI
MI ILLVGE IRDAEETAEKIA I

VRAASLMTGHLVLMTSTLHTNRDAKGAI IYRFLLMDEFYG
NTDB id 55952 HD73 RS22640 WP 001013180.1 TLEDPVEKRSDDVLQIQINEKAGLTYETGLKAILRHDPDIILVGEIRDEETAKIAIRASLTGHLVMTTLHTNDAKGAIIRFMDYG 255
NTDB id 96 BSU 24730 NP 390353.1 TLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFG 255
consensus !!!!!!! ! *!!!!*!*!!!!!*!! !!!!!!!!!!!*!**!!!!! !!! !!*!! *!!!!!*!*!!! !!!!!! ! ***!
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NTDB id 55952 HD73 RS22640 WP 001013180.1 ITRQEIEQSLLAVAAQRLVELKCPFCRGKCST.LCKSMRQVRQASIYELLYGHELKQALKEADGECVTYKHETLESSIRKGYALG 339
NTDB id 96 BSU 24730 NP 390353.1 INMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGNHANYQYQTLRQIIRKGIALG 340
consensus ! *!!!!***!*!!!!!!*! !!!! !!** !* !* ! !!*!!!!!!* ! !** !! ! ! * !! !!!! !!!
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NTDB id 55952 HD73 RS22640 WP 001013180.1 FLEEDVYV........ 347
NTDB id 96 BSU 24730 NP 390353.1 YLTTNNYDRWVYHEKD 356
consensus *! ! ********
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