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NTDB id 55931 HD73 RS06825 WP 000572259.1 MIENWPEKPEGSQWTDDQWKAVVANGRDILVAAAAGSGKTAVLVERIIKKIINEENPVDVDRLLVVTFTNAAAQEMKNRIGEALE 85
NTDB id 119 BSU 10630 NP 388944.2 ...MNIPKPADSTWTDDQWNAIVSTGQDILVAAAAGSGKTAVLVERMIRKITAEENPIDVDRLLVVTFTNASAAEMKHRIAEALE 82
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NTDB id 55931 HD73 RS06825 WP 000572259.1 KVLIDEPGSQHVRKQLSLLNKASISTIHSFCLQVIRGYYYMLDVDPRFRIANQTENELLKEEVLDDILEEEYGIEDNTIFFELVD 170
NTDB id 119 BSU 10630 NP 388944.2 KELVQRPGSLHIRRQLSLLNRASISTLHSFCLQVLKKYYYLIDLDPGFRIADQTEGELIGDEVLDELFEDEYAKG.EKAFFELVD 166
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NTDB id 55931 HD73 RS06825 WP 000572259.1 RYTSDRSDDDLQRMILALHTESRAHPNPEKWLDKLVEAYDVEGK.TIEDLVYASYLLEDVKFQLETAEQHIRKATELAMLPDGPA 254
NTDB id 119 BSU 10630 NP 388944.2 RYTTDRHDLDLQFLVKQVYEYSRSHPNPEAWLESFVHLYDVSEKSAIEELPFYQYVKEDIAMVLNGAKEKLLRALELTKAPGGPA 251
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NTDB id 55931 HD73 RS06825 WP 000572259.1 PRIETLQADVALLGTLSSAAQESWTSLYEAMQNVSWQTLKRIKKSDYNEDVVKQVDSLRNKAKDEVKKLQEELFSRKPESFLRDF 339
NTDB id 119 BSU 10630 NP 388944.2 PRADNFLDDLAQIDELIQ.HQDDFSELYKRVPAVSFKRAKAVKGDEFDPALLDEATDLRNGAKKLLEKLKTDYFTRSPEQHLKSL 335
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NTDB id 55931 HD73 RS06825 WP 000572259.1 QDMHPVLEKLVQLVKVFTERFQAMKRDKGMVDFTDLEHFCLQILSEQSENGEMNPSAVALQYRNKFAEVLVDEYQDTNFVQESII 424
NTDB id 119 BSU 10630 NP 388944.2 AEMKPVIETLVQLVISYGKRFEAAKQEKSIIDFSDLEHYCLAILTAENDKGEREPSEAARFYQEQFHEVLVDEYQDTNLVQESIL 420
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NTDB id 55931 HD73 RS06825 WP 000572259.1 KFVTKDSESEGNLFMVGDVKQSIYRFRLAEPGLFLGKYKRFTQEGLGGGMKIDLAKNFRSRHEVLAGTNFIFKQIMGEEVGEIDY 509
NTDB id 119 BSU 10630 NP 388944.2 QLVTSGPEETGNLFMVGDVKQSIYRFRLAEPLLFLSKYKRFTESGEGTGRKIDLNKNFRSRADILDSTNFLFKQLMGGKIGEVDY 505
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NTDB id 55931 HD73 RS06825 WP 000572259.1 DADAELKLGATYPEGEDVAAELLCIQQTEEEVIDGEEGAEVEKAQLEARLMAQRIKAMVDSGYEVYDRKNDSMRPVQYRDFVILL 594
NTDB id 119 BSU 10630 NP 388944.2 DEQAELKLGAAYPDNDETETELLLIDNAEDT.DASEEAEELETVQFEAKAIAKEIRKLISSPFKVYDGKKKTHRNIQYRDIVILL 589
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NTDB id 55931 HD73 RS06825 WP 000572259.1 RSMPWAPQIMEELKLQGIPVYADLATGYFEATEVNIMMNVFRVIDNPMQDIPLAAVLRSPIVGLSDEELATLRAHGKKGSFYEVM 679
NTDB id 119 BSU 10630 NP 388944.2 RSMPWAPQIMEELRAQGIPVYANLTSGYFEAVEVAVALSVLKVIDNPYQDIPLASVLRSPIVGADENELSLIRLENKKAPYYEAM 674
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NTDB id 55931 HD73 RS06825 WP 000572259.1 SSFLKGAPLEEEQELHDKLEWFYNLLQGWREFARQQSLSDLIWKVYGETGYYDFVGGLPAGKQRQANLRVLYDRARQYEATSFRG 764
NTDB id 119 BSU 10630 NP 388944.2 KDYLAAGD..RSDELYQKLNTFYGHLQKWRAFSKNHSVSELIWEVYRDTKYMDYVGGMPGGKQRQANLRVLYDRARQYESTAFRG 757
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NTDB id 55931 HD73 RS06825 WP 000572259.1 LFRFLRFIERILERGDDMGTARALGEQEDVVRIMTIHKSKGLEFPVVFVAGLGRRFNTQDLMKRFLLHKDFGFGSQFIDPRKRIK 849
NTDB id 119 BSU 10630 NP 388944.2 LFRFLRFIERMQERGDDLGTARALSEQEDVVRLMTIHSSKGLEFPVVFVAGLGRNFNMMDLNKSYLLDKELGFGTKYIHPQLRIS 842
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NTDB id 55931 HD73 RS06825 WP 000572259.1 YTTLSQLAIKRKMKMELIAEEMRVLYVALTRAKEKLILIGTVKDANKEMEKWLDAREHSEWLLPDHIRAGASCYLDWIAPSLYRH 934
NTDB id 119 BSU 10630 NP 388944.2 YPTLPLIAMKKKMRRELLSEELRVLYVALTRAKEKLFLIGSCKDHQKQLAKWQASASQTDWLLPEFDRYQARTYLDFIGPALARH 927
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NTDB id 55931 HD73 RS06825 WP 000572259.1 RDSEMLLELGQGSIPDEIYGYDTSWKVEVVDGNTLLAPE..PVQEEKQELLEALREKKAVPLESERKDEVYDRLMWKYGYEEATS 1017
NTDB id 119 BSU 10630 NP 388944.2 RDLGDLAGVP...AHADISGHPARFAVQMIHSYDLLDDDLEERMEEKSERLEAIRRGEPVPGSFAFDEKAREQLSWTYPHQEVTQ 1009
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NTDB id 55931 HD73 RS06825 WP 000572259.1 HRAKQSVTEIKRNYQSEDGSD..NAFIKKLRAPIKTRPRFMEKKGLTYAERGTAVHAVMQHVDLKKPITVEVLQEQIAGMVNKEL 1100
NTDB id 119 BSU 10630 NP 388944.2 IRTKQSVSEIKRKREYEDEYSGRAPVKPADGSILYRRPAFMMKKGLTAAEKGTAMHTVMQHIPLSHVPSIEEAEQTVHRLYEKEL 1094
consensus *! !!!!*!!!! !! ** * * ** !! !! !!!!! !!*!!!*! !!!!**! *****! ** * !!!

logo LTEFEQAKDEAE IADI EEKI
V
I
V
Q
SFFDHSTDE I

LGGKQRLVI
L
A
GAKSWKVDERE I

VPFSTLMAMLAPAEKEAIYPQDAWHQGENASDGEPS ILLVQGI
V IDCLMI

YEETEDGI
L
T
YL ILDFYKSTDRTI

NTDB id 55931 HD73 RS06825 WP 000572259.1 LTFEQAEEIAIEKVISFFDSDLGKRVLAAKSVEREVPFTMMLAAEEAYQDWQGNSGESILVQGVIDCMIEEEDGITLIDFKTDTI 1185
NTDB id 119 BSU 10630 NP 388944.2 LTEEQKDAIDIEEIVQFFHTEIGGQLIGAKWKDREIPFSLALPAKEIYPDAH.EADEPLLVQGIIDCLYETEDGLYLLDYKSDRI 1178
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NTDB id 55931 HD73 RS06825 WP 000572259.1 EGKFPGGFEQAKPILEDRYKVQLSLYAKALEKSLQHPVKEKCLYFFDGNHVVNIEE 1241
NTDB id 119 BSU 10630 NP 388944.2 EGKFQHGFEGAAPILKKRYETQIQLYTKAVEQIAKTKVKGCALYFFDGGHILTL.. 1232
consensus !!!!**!!! ! !!! !! !* !! !!*! **!! **!!!!!! !** ***
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