
logo

ML
M
D
N
E
S I EKQTVASKNNRL ILAEEAVYLQRTKRASDI

LHI
LVPRERRDAAI IVHRFLRLVDGHAMLLVDKKVGRADLMKPKEETACEVRL I SVHFKFLASAGMDIGERRKRPQNSGASLMETLVAKELFK

NTDB id 55838 GHH RS12370 WP 015375397.1 MLNEIEQTANRLLAEAVQRRASDLHLVPRRRDAAVRLRLDGMLVDVGALPKETAERLIVHFKFLAGMDIGERRRPQSGAMEVAEF 85
NTDB id 96 BSU 24730 NP 390353.1 .MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLTLKLK 84
consensus ** !! !* !! *!!!*!*!!! !!! ** !*!* !* **!! * !!! !!!!! *!!!!!!!*!! ! * *

logo

E
G
E
G
N
TVHYLRLMSTLPTI

L
N
Y
D
EESLVIRLVLMPQRYLNI

S
L
P
P
S
I
L
D
R
E
KLSLFFPHKSTGTARTLFLSFLMKQHPSHQGLML

V
I
L
F
LTGPTGSGKTTTLYSTLLVDQLYACKQAKEHFRNQRNI
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NTDB id 55838 GHH RS12370 WP 015375397.1 GIPLGDLAETLLAVSAQRLVELCCPLCGDDCHPS.CGRLGRRRRTAVYELLCGSALEDVIHFLSNGRGKPKRSYMTLARLIRKGI 339
NTDB id 96 BSU 24730 NP 390353.1 GINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKG..NHANYQYQTLRQIIRKGI 337
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