
logo

MNIPKPADSTWTDDQWNAIVSTGQDI LVAAAAGSGKTAVLVERMIRKITAEENP IDVDRLLVVTFTNASAAEMKHRIAEALEKELVQRPG
NTDB id 558 61092..61127( ) (comS) .......................................................................................... 0
NTDB id 119 BSU 10630 NP 388944.2 MNIPKPADSTWTDDQWNAIVSTGQDILVAAAAGSGKTAVLVERMIRKITAEENPIDVDRLLVVTFTNASAAEMKHRIAEALEKELVQRPG 90
consensus ******************************************************************************************

logo

SLHIRRQLSLLNRAS I STLHSFCLQVLKKYYYL IDLDPGFR IADQTEGEL IGDEVLDELFEDEYAKGEKAFFELVDRYTTDRHDLDLQFL
NTDB id 558 61092..61127( ) (comS) .......................................................................................... 0
NTDB id 119 BSU 10630 NP 388944.2 SLHIRRQLSLLNRASISTLHSFCLQVLKKYYYLIDLDPGFRIADQTEGELIGDEVLDELFEDEYAKGEKAFFELVDRYTTDRHDLDLQFL 180
consensus ******************************************************************************************

logo

VKQVYEYSRSHPNPEAWLESFVHLYDVSEKSAI EELPFYQYVKEDIAMVLNGAKEKLLRALELTKAPGGPAPRADNFLDDLAQIDEL IQH
NTDB id 558 61092..61127( ) (comS) .......................................................................................... 0
NTDB id 119 BSU 10630 NP 388944.2 VKQVYEYSRSHPNPEAWLESFVHLYDVSEKSAIEELPFYQYVKEDIAMVLNGAKEKLLRALELTKAPGGPAPRADNFLDDLAQIDELIQH 270
consensus ******************************************************************************************

logo

QDDFSELYKRVPAVSFKRAKAVKGDEFDPALLDEATDLRNGAKKLLEKLKTDYFTRSPEQHLKSLAEMKPVI ETLVQLVI SYGKRFEAAK
NTDB id 558 61092..61127( ) (comS) .......................................................................................... 0
NTDB id 119 BSU 10630 NP 388944.2 QDDFSELYKRVPAVSFKRAKAVKGDEFDPALLDEATDLRNGAKKLLEKLKTDYFTRSPEQHLKSLAEMKPVIETLVQLVISYGKRFEAAK 360
consensus ******************************************************************************************

logo

QEKS I IDFSDLEHYCLAI LTAENDKGEREPSEAARFYQEQFHEVLVDEYQDTNLVQES I LQLVTSGPEETGNLFMVGDVKQS IYRFRLAE
NTDB id 558 61092..61127( ) (comS) .......................................................................................... 0
NTDB id 119 BSU 10630 NP 388944.2 QEKSIIDFSDLEHYCLAILTAENDKGEREPSEAARFYQEQFHEVLVDEYQDTNLVQESILQLVTSGPEETGNLFMVGDVKQSIYRFRLAE 450
consensus ******************************************************************************************

logo

PLLFLSKYKRFTESGEGTGRKIDLNKNFRSRADI LDSTNFLFKQLMGGKIGEVDYDEQAELKLGAAYPDNDETETELLL IDNAEDTDASE
NTDB id 558 61092..61127( ) (comS) .......................................................................................... 0
NTDB id 119 BSU 10630 NP 388944.2 PLLFLSKYKRFTESGEGTGRKIDLNKNFRSRADILDSTNFLFKQLMGGKIGEVDYDEQAELKLGAAYPDNDETETELLLIDNAEDTDASE 540
consensus ******************************************************************************************

logo

EAEELETVQFEAKAIAKE IRKL I SSPFKVYDGKKKTHRNIQYRDIM
V
I
VLLRASLMPWAWPSLQIMEELRAQGIPVYANLTSGYFEAVEVAVALSVL

NTDB id 558 61092..61127( ) (comS) .............................................MVLLRALPWWSL................................. 12
NTDB id 119 BSU 10630 NP 388944.2 EAEELETVQFEAKAIAKEIRKLISSPFKVYDGKKKTHRNIQYRDIVILLRSMPWAPQIMEELRAQGIPVYANLTSGYFEAVEVAVALSVL 630
consensus ***********************************************!!! *!! * *********************************



logo

KVIDNPYQDIPLASVLRSP IVGADENELSL IRLENKKAPYYEAMKDYLAAGDRSDELYQKLNTFYGHLQKWRAFSKNHSVSEL IWEVYRD
NTDB id 558 61092..61127( ) (comS) .......................................................................................... 12
NTDB id 119 BSU 10630 NP 388944.2 KVIDNPYQDIPLASVLRSPIVGADENELSLIRLENKKAPYYEAMKDYLAAGDRSDELYQKLNTFYGHLQKWRAFSKNHSVSELIWEVYRD 720
consensus ******************************************************************************************

logo

TKYMDYVGGMPGGKQRQANLRVLYDRARQYESTAFRGLFRFLRF I ERMQERGDDLGTARALSEQEDVVRLMTIHSSKGLEFPVVFVAGLG
NTDB id 558 61092..61127( ) (comS) .......................................................................................... 12
NTDB id 119 BSU 10630 NP 388944.2 TKYMDYVGGMPGGKQRQANLRVLYDRARQYESTAFRGLFRFLRFIERMQERGDDLGTARALSEQEDVVRLMTIHSSKGLEFPVVFVAGLG 810
consensus ******************************************************************************************

logo

RNFNMMDLNKSYLLDKELGFGTKYIHPQLR I SYPTLPL IAMKKKMRRELLSEELRVLYVALTRAKEKLFL IGSCKDHQKQLAKWQASASQ
NTDB id 558 61092..61127( ) (comS) .......................................................................................... 12
NTDB id 119 BSU 10630 NP 388944.2 RNFNMMDLNKSYLLDKELGFGTKYIHPQLRISYPTLPLIAMKKKMRRELLSEELRVLYVALTRAKEKLFLIGSCKDHQKQLAKWQASASQ 900
consensus ******************************************************************************************

logo

TDWLLPEFDRYQARTYLDF IGPALARHRDLGDLAGVPAHADI SGHPARFAVQMIHSYDLLDDDLEERMEEKSERLEAIRRGEPVPGSFAF
NTDB id 558 61092..61127( ) (comS) .......................................................................................... 12
NTDB id 119 BSU 10630 NP 388944.2 TDWLLPEFDRYQARTYLDFIGPALARHRDLGDLAGVPAHADISGHPARFAVQMIHSYDLLDDDLEERMEEKSERLEAIRRGEPVPGSFAF 990
consensus ******************************************************************************************

logo

DEKAREQLSWTYPHQEVTQIRTKQSVSE IKRKREYEDEYSGRAPVKPADGS I LYRRPAFMMKKGLTAAEKGTAMHTVMQHIPLSHVPS I E
NTDB id 558 61092..61127( ) (comS) .......................................................................................... 12
NTDB id 119 BSU 10630 NP 388944.2 DEKAREQLSWTYPHQEVTQIRTKQSVSEIKRKREYEDEYSGRAPVKPADGSILYRRPAFMMKKGLTAAEKGTAMHTVMQHIPLSHVPSIE 1080
consensus ******************************************************************************************

logo

EAEQTVHRLYEKELLTEEQKDAIDI EE IVQFFHTE IGGQL IGAKWKDRE IPFSLALPAKE IYPDAHEADEPLLVQGI IDCLYETEDGLYL
NTDB id 558 61092..61127( ) (comS) .......................................................................................... 12
NTDB id 119 BSU 10630 NP 388944.2 EAEQTVHRLYEKELLTEEQKDAIDIEEIVQFFHTEIGGQLIGAKWKDREIPFSLALPAKEIYPDAHEADEPLLVQGIIDCLYETEDGLYL 1170
consensus ******************************************************************************************

logo

LDYKSDR I EGKFQHGFEGAAP I LKKRYETQIQLYTKAVEQIAKTKVKGCALYFFDGGHI LTL
NTDB id 558 61092..61127( ) (comS) .............................................................. 12
NTDB id 119 BSU 10630 NP 388944.2 LDYKSDRIEGKFQHGFEGAAPILKKRYETQIQLYTKAVEQIAKTKVKGCALYFFDGGHILTL 1232
consensus **************************************************************
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