
logo MS
TKPTNTASDLSASHTPMMQQYWRLKNREQHPDQLMFYRMGDFYE I

LFYDEDAKKAAAKLLDITLTARGQSAGQTAS IPMACGIPFYHSALEGYLAVKRLV
NTDB id 55676 M2497 RS06925 WP 248486523.1 MSKTTSDLSSHTPMMQQYWRLKNQHPDQLMFYRMGDFYEIFYEDAKKAAKLLDITLTARGQSAGQSIPMCGIPYHSLEGYLVKLV 85
NTDB id 1201 CAH03854.1 414..2993( ) MTKPNADLSAHTPMMQQYWRLKREHPDQLMFYRMGDFYELFYDDAKKAAALLDITLTARGQSAGTAIPMAGIPFHSAEGYLARLV 85
consensus !*!* !!! !!!!!!!!!!!! !!!!!!!!!!!!!!!*!!*!!!!!! !!!!!!!!!!!!!! !!!*!!!*!! !!!! *!!

logo KLGESVVICEQIGDPAATSKGPVERQVVR I ITPGTVSDEALLDERRDNL ILAAVLVGDERLFGLSVLDIATSGNRFSVLQE I
LKGWENTLLAE

NTDB id 55676 M2497 RS06925 WP 248486523.1 KLGESVVICEQIGDPATSKGPVERQVVRIITPGTVSDEALLDERRDNLIAAVLGDERLFGLSVLDITSGNFSVLEIKGWENLLAE 170
NTDB id 1201 CAH03854.1 414..2993( ) KLGESVVICEQIGDPAASKGPVERQVVRIITPGTVSDEALLDERRDNLLAAVVGDERLFGLSVLDIASGRFSVQELKGWETLLAE 170
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!! !! !!! !*!!!! !!!!

logo LER I
L
N
SPAVELL IPDDWPKQDGLPALEKRRGAVKRRRAPWDFDERDSAFLKSLCQQFSTVQDLKGFGCENTLTLAIGAAGCLLAGYAKETQRTALPH

NTDB id 55676 M2497 RS06925 WP 248486523.1 LERINPVELLIPDDWPKDLPAEKRRGAKRRAPWDFERDSALKSLCQQFSVQDLKGFGCETLTLAIGAAGCLLGYAKETQRTALPH 255
NTDB id 1201 CAH03854.1 414..2993( ) LERLSPAELLIPDDWPQGLPLEKRRGVRRRAPWDFDRDSAFKSLCQQFSTQDLKGFGCENLTLAIGAAGCLLAYAKETQRTALPH 255
consensus !!!* ! !!!!!!!!! !! !!!!! *!!!!!!!*!!!! !!!!!!!! !!!!!!!!! !!!!!!!!!!!!*!!!!!!!!!!!!

logo LRSLRHERLADDTVI
VLDGASRRNLELDTVNLASGGRDNTLQSVMVDRCQTAMGSRLLTRWLNRPLRDNLRETI

VLEQARQDTS ITCLLDEGHYRFEKQ
NTDB id 55676 M2497 RS06925 WP 248486523.1 LRSLRHERLDDTVVLDGASRRNLELDTNLAGGRDNTLQSVVDRCQTAMGSRLLTRWLNRPLRDLTVLQARQTSITCLLDGYRFEK 340
NTDB id 1201 CAH03854.1 414..2993( ) LRSLRHERLADTVILDGASRRNLELDVNLSGGRDNTLQSVMDRCQTAMGSRLLTRWLNRPLRNREILEARQDSITCLLEHYRFEQ 340
consensus !!!!!!!!! !!!*!!!!!!!!!!!! !! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!! *! !!! !!!!!!**!!!!

logo LQPQLKDE IGDI
LER I LAR IGLRNARPRDLARLRDALAGALPQLQAVAGMQTDELDVATPHLLQEQLATVSTAIGSTYPELAAELLAEKRAI IDNPPAI

V IRDG
NTDB id 55676 M2497 RS06925 WP 248486523.1 LQPQLKEIGDIERILARIGLRNARPRDLARLRDALGALPQLQVAMTELDTPHLQQLAVTAGTYPELAALLEKAIIDNPPAIIRDG 425
NTDB id 1201 CAH03854.1 414..2993( ) LQPQLKDIGDLERILARIGLRNARPRDLARLRDALAALPQLQAGMQDLVAPHLLELATSISTYPELAELLARAIIDNPPAVIRDG 425
consensus !!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! *! *! !!! !! * !!!!!! !! *!!!!!!!!*!!!!

logo GVLKTGYDPSELDELQSLSENAGQFYL IMDLEATREKARTGLANLKVGYNRVHGYF I ELPSKQAESAPAIDYI
QRRQTLKGAERF ITPELK

NTDB id 55676 M2497 RS06925 WP 248486523.1 GVLKTGYDSELDELQSLSENAGQFLIDLEAREKARTGLANLKVGYNRVHGYFIELPSKQAESAPIDYQRRQTLKGAERFITPELK 510
NTDB id 1201 CAH03854.1 414..2993( ) GVLKTGYDPELDELQSLSENAGQYLMDLETREKARTGLANLKVGYNRVHGYFIELPSKQAESAPADYIRRQTLKGAERFITPELK 510
consensus !!!!!!!!*!!!!!!!!!!!!!!*!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!

logo EFEDKALSAKSRALAREKLMLYDEENLLEDML IGSHQLAPLQDESTAAALAELDMVLSNLAERALNLDLNCRPRFVESEQPCMRI EVQGRHPVVEQVL
NTDB id 55676 M2497 RS06925 WP 248486523.1 EFEDKALSAKSRALAREKMLYENLLEDLISQLAPLQDTAAALAELDVLSNLAERALNLDLNCPRFVSEPCMRIVQGRHPVVEQVL 595
NTDB id 1201 CAH03854.1 414..2993( ) EFEDKALSAKSRALAREKLLYDELLEMLIGHLAPLQESAAALAELDMLSNLAERALNLDLNRPRFVEQPCMRIEQGRHPVVEQVL 595
consensus !!!!!!!!!!!!!!!!!!*!!* !!! !! *!!!!!**!!!!!!!!*!!!!!!!!!!!!!!*!!!! !!!!! !!!!!!!!!!!



logo

E
TTPFVANDLGSLDDADTRMLVITGPNMGGKSTYMRQTAL IVLLAHQIGSFVPAAASCELSLVDR I FTR IGSSDDLAGGRSTFMVEMSET

NTDB id 55676 M2497 RS06925 WP 248486523.1 TTPFVANDLSLDDDTRMLVITGPNMGGKSTYMRQTALIVLLAHIGSFVPAASCELSLVDRIFTRIGSSDDLAGGRSTFMVEMSET 680
NTDB id 1201 CAH03854.1 414..2993( ) ETPFVANDLGLDDATRMLVITGPNMGGKSTYMRQTALIVLLAQIGSFVPAAACELSLVDRIFTRIGSSDDLAGGRSTFMVEMSET 680
consensus !!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ANI LHNASTDERSLVLMDEVGRGTSTFDGLSLAWAAAEHRLAHKLRAFYTLFATHYFELTVLPESEPLVVANVHLNSATEHNER IVFLHHVL
NTDB id 55676 M2497 RS06925 WP 248486523.1 ANILHNATERSLVLMDEVGRGTSTFDGLSLAWAAAERLAHLRAYTLFATHYFELTVLPESEPLVANVHLNATEHNERIVFLHHVL 765
NTDB id 1201 CAH03854.1 414..2993( ) ANILHNASDRSLVLMDEVGRGTSTFDGLSLAWAAAEHLAKLRAFTLFATHYFELTVLPESEPVVANVHLSATEHNERIVFLHHVL 765
consensus !!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!*!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!

logo PGPASQSYGLAVAQLAGVPGNDEVIQTRARDEHLRSRLETTASLPSHEATPVRVAI SPAKATAPGSKQPAAPPHMQSDMFASLPHPVLDEELAGKR I
L
D
N
L
PDDGLVTPR

NTDB id 55676 M2497 RS06925 WP 248486523.1 PGPASQSYGLAVAQLAGVPNDVITRAREHLRRLETTALPHETVVASPAKAASKPAAPHQSDMFASLPHPVLDELAKLDLDGLTPR 850
NTDB id 1201 CAH03854.1 414..2993( ) PGPASQSYGLAVAQLAGVPGEVIQRARDHLSRLETTSLSHEAPRI....TPGQPAPPMQSDMFASLPHPVLEELGRINPDDVTPR 846
consensus !!!!!!!!!!!!!!!!!!! *!! !!!*!! !!!!! !*!! * **** * !!*!*!!!!!!!!!!!!!*!!*** *! *!!!

<0

logo

K
QALELMLYASLKQTVR IO

NTDB id 55676 M2497 RS06925 WP 248486523.1 KALEMLYALQVRI. 863
NTDB id 1201 CAH03854.1 414..2993( ) QALELLYSLKTRI* 859
consensus !!!*!! ! !!

X non conserved
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X ≥ 50% conserved


