
logo MKKQI LFSLF I SFSLGVFLQDLNGFSWQNLNI IA I LGVI SLGL IWVKADWVVR IR IWLLNI FFLCFGVFTHYLNSEKSVLPSVSK
NTDB id 55638 G148 RS04195 WP 228481890.1 MKKQILFSLFISFSLGVFLQDLNGFSWQNLNIIAILGVISLGLIWVKADWVVRIRIWLLNIFFLCFGVFTHYLNSEKSVLPSVSK 85
NTDB id 1320 RA0C RS04895 WP 228481890.1 MKKQILFSLFISFSLGVFLQDLNGFSWQNLNIIAILGVISLGLIWVKADWVVRIRIWLLNIFFLCFGVFTHYLNSEKSVLPSVSK 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KEELVFKI EQKLNSTAKNKRYE ITAFHQNQPFKAVLSVPKDLEELDYKHYYQSQLSLYPLESSKNNYQFDYAKFQARKGVYYRAY
NTDB id 55638 G148 RS04195 WP 228481890.1 KEELVFKIEQKLNSTAKNKRYEITAFHQNQPFKAVLSVPKDLEELDYKHYYQSQLSLYPLESSKNNYQFDYAKFQARKGVYYRAY 170
NTDB id 1320 RA0C RS04895 WP 228481890.1 KEELVFKIEQKLNSTAKNKRYEITAFHQNQPFKAVLSVPKDLEELDYKHYYQSQLSLYPLESSKNNYQFDYAKFQARKGVYYRAY 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ARDLRKAPKSELTFSEKMKRWRLEFLSNIDKNEKLSQQTRAFLKGIVLADRTEVDAGTNSNFRRSGLAHI LA I SGTHIA I I FGVV
NTDB id 55638 G148 RS04195 WP 228481890.1 ARDLRKAPKSELTFSEKMKRWRLEFLSNIDKNEKLSQQTRAFLKGIVLADRTEVDAGTNSNFRRSGLAHILAISGTHIAIIFGVV 255
NTDB id 1320 RA0C RS04895 WP 228481890.1 ARDLRKAPKSELTFSEKMKRWRLEFLSNIDKNEKLSQQTRAFLKGIVLADRTEVDAGTNSNFRRSGLAHILAISGTHIAIIFGVV 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YMLLRLVLPVRFR IGVMLLSLSL IWAFAWF IGWGNSVVRAC IMLTVYFGFVLLQRKPQVLDSLALAGLGI LMVDTQELFSVGFQL
NTDB id 55638 G148 RS04195 WP 228481890.1 YMLLRLVLPVRFRIGVMLLSLSLIWAFAWFIGWGNSVVRACIMLTVYFGFVLLQRKPQVLDSLALAGLGILMVDTQELFSVGFQL 340
NTDB id 1320 RA0C RS04895 WP 228481890.1 YMLLRLVLPVRFRIGVMLLSLSLIWAFAWFIGWGNSVVRACIMLTVYFGFVLLQRKPQVLDSLALAGLGILMVDTQELFSVGFQL 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SFSAVLGIYWFNRPMIRLFPNPRNKIQKLLLYTFTMSTAAQLGTMPIV IYYFHQYSAWS I LANLVVLPLME IV I I LSFLMTIVFG
NTDB id 55638 G148 RS04195 WP 228481890.1 SFSAVLGIYWFNRPMIRLFPNPRNKIQKLLLYTFTMSTAAQLGTMPIVIYYFHQYSAWSILANLVVLPLMEIVIILSFLMTIVFG 425
NTDB id 1320 RA0C RS04895 WP 228481890.1 SFSAVLGIYWFNRPMIRLFPNPRNKIQKLLLYTFTMSTAAQLGTMPIVIYYFHQYSAWSILANLVVLPLMEIVIILSFLMTIVFG 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LGIYWNWLSFTYDWL IKALLWL IGFFGKI EMGYFQDIPLS IWEMGVWAVGLYFLRE I L IRFTWRGFMRLMFSVLLFFGIKMWLDI
NTDB id 55638 G148 RS04195 WP 228481890.1 LGIYWNWLSFTYDWLIKALLWLIGFFGKIEMGYFQDIPLSIWEMGVWAVGLYFLREILIRFTWRGFMRLMFSVLLFFGIKMWLDI 510
NTDB id 1320 RA0C RS04895 WP 228481890.1 LGIYWNWLSFTYDWLIKALLWLIGFFGKIEMGYFQDIPLSIWEMGVWAVGLYFLREILIRFTWRGFMRLMFSVLLFFGIKMWLDI 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RAYHDKEAKWHYHYRTKVFSVLDKGKVCFWVADEDNLETLESNL IKPYVI SKRAESYKVKMMSKEVDEVI FNGKRYLFQ
NTDB id 55638 G148 RS04195 WP 228481890.1 RAYHDKEAKWHYHYRTKVFSVLDKGKVCFWVADEDNLETLESNLIKPYVISKRAESYKVKMMSKEVDEVIFNGKRYLFQ 589
NTDB id 1320 RA0C RS04895 WP 228481890.1 RAYHDKEAKWHYHYRTKVFSVLDKGKVCFWVADEDNLETLESNLIKPYVISKRAESYKVKMMSKEVDEVIFNGKRYLFQ 589
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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