
logo

MHLKNGKAVKSVFTLSTLTASCLLAFNSYAAVDCAPLEVWDSSKVYNGGDQVQHEGNAYKARYWTQNNNPAQAGQWGEWESLGAC
NTDB id 55623 LDP65 RS25175 WP 126609416.1 ..................................................................................... 0
NTDB id 1300 VP RS19160 WP 005479129.1 MHLKNGKAVKSVFTLSTLTASCLLAFNSYAAVDCAPLEVWDSSKVYNGGDQVQHEGNAYKARYWTQNNNPAQAGQWGEWESLGAC 85
consensus *************************************************************************************

logo

DGTGPVDPPQNE IPTVTLTAPSASAS ITAGEVVNLAADAADTDGTI SKVEFFVDGALVGQSTSAPF IASWTATEGVHEFSTKSYD
NTDB id 55623 LDP65 RS25175 WP 126609416.1 ..................................................................................... 0
NTDB id 1300 VP RS19160 WP 005479129.1 DGTGPVDPPQNEIPTVTLTAPSASASITAGEVVNLAADAADTDGTISKVEFFVDGALVGQSTSAPFIASWTATEGVHEFSTKSYD 170
consensus *************************************************************************************

logo

DAGAVSTASSVTLTIASVQPGNEAPTVDVALSATS I ELGGTVTLTANAADADGS IAKVDFYVAGAL
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NTDB id 55623 LDP65 RS25175 WP 126609416.1 .................................................................MN........HSHQISEKKG 12
NTDB id 1300 VP RS19160 WP 005479129.1 DAGAVSTASSVTLTIASVQPGNEAPTVDVALSATSIELGGTVTLTANAADADGSIAKVDFYVAGALAGTATAAPYTLDVTPSKAG 255
consensus ****************************************************************** ********* * * ! !
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KAATDSNACGMALASLTDSASAF ISAPTALATAVANGTGPAVDVAHESANCRPDGLYQTPTGVDTVPYCSTIYDEQEGREKMGAMDHPRRLVIGYFTSWRAGDDPQASQT

NTDB id 55623 LDP65 RS25175 WP 126609416.1 LFSLSTIAAS.CMLALSAFSAPAAAATPVDHEACRPDGLYQTPGVTVPYCTIYDQEGREKMGMDHPRRLIGYFTSWRAGDDPQAQ 96
NTDB id 1300 VP RS19160 WP 005479129.1 ALAVYAKATDNAGASTDSAIATLTVNGGAVASNCRPDGLYQTTGVDVPYCSIYDEEGREKMGADHPRRVIGYFTSWRAGDDPQST 340
consensus * ! ** !* * * !!!!!!!!!*!! !!!!*!!! !!!!!!! !!!!!*!!!!!!!!!!!!!!

logo YLVKDIPWEQLTHINYAFVS IGSDGKVNVGDVNDPNNAATVGKTWPGVEVDPATLGFKGHFGALATAYKQKHDGVKTL I S IGGWAETGG
NTDB id 55623 LDP65 RS25175 WP 126609416.1 YLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAAVGKTWPGVEVDPALGFKGHFGALATAKQKHGVKTLISIGGWAETGG 181
NTDB id 1300 VP RS19160 WP 005479129.1 YLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAATGKTWPGVEVDPTLGFKGHFGALATYKQKHDVKTLISIGGWAETGG 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !!!!!!!!!!!! !!!! !!!!!!!!!!!!!!!

logo HFDGADNGDKRVADGGFYTMTTNADGS INHAGI EKFAASAVEMMRKYKFDGLDIDYEYPTSMAGAGNPDYDKADFMEPRRKQYLWASYQEL
NTDB id 55623 LDP65 RS25175 WP 126609416.1 HFGADGKRVADGGFYTMTTNADGSINHAGIEKFAASAVEMMRKYKFDGLDIDYEYPTSMAGAGNPDDKAFMEPRRKYLWASYQEL 266
NTDB id 1300 VP RS19160 WP 005479129.1 HFDANGDRVADGGFYTMTTNADGSINHAGIEKFAASAVEMMRKYKFDGLDIDYEYPTSMAGAGNPYDKDFMEPRRQYLWASYQEL 510
consensus !! ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!! !!!!!!!!!

logo MKVLREQKLVDAASAQDGNTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFYDTGKDSELAQWNVYGT
NTDB id 55623 LDP65 RS25175 WP 126609416.1 MKVLRQKVDAASAQDGNHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALYDTGKDSELAQWNVYGT 351
NTDB id 1300 VP RS19160 WP 005479129.1 MKVLREKLDAASAQDGTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYGT 595
consensus !!!!! !*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!



logo AAYGGIGYLNTDWAYHYFRGSMPAGR INIGVPYYSTRGWQGVTGGDENGLWGRAAPLPNQAECQSPGTGEGEKNNCGNYGAI
TGI

LDNMWHD
NTDB id 55623 LDP65 RS25175 WP 126609416.1 AAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYSRGWQGVTGGENGLWGRAPLPNQAECSPGTGEGEKNNCGYGATGLDNMWHD 436
NTDB id 1300 VP RS19160 WP 005479129.1 AAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGDNGLWGRAALPNQAECQPGTGEGEKNNCGNGAIGIDNMWHD 680
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!!!*!!!!!!! !!!!!!!!!!!! !! !*!!!!!!

logo

K
LDAPNQGRVEMGAGSNP I

MWHAKNLEKGIWYGSYAAQAYGNLDPVNDNPDSDHKFLVGNTYTVRHNYDSVAVAPWLWNAEQKGSVFLSTEDKADS I ENVKADY
NTDB id 55623 LDP65 RS25175 WP 126609416.1 KDANGVEMGAGSNPIWHAKNLEKGIYGSYAAAYNLDPVNNPDHKFVGNYVRHYDSVAVAPWLWNAQKSVFLSTEDKDSINVKADY 521
NTDB id 1300 VP RS19160 WP 005479129.1 LDPQGREMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPVNDPSDKLVGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKASIEVKADY 765
consensus !**! !!!!!!!!*!!!!!!!!!!*!!!! !! !!!!! ! *! !! ! !*!!!!!!!!!!!!! ! !!!!!!!! !! !!!!!

logo VIDKE IGGIMFWELAGDYNCYVLDANQGNRTATI
VDATEQACATATGNGEYHMGNTMTKAI

MYDKFKQASATPYGNKVAGTVGLPTPTEAVDIATVS
NTDB id 55623 LDP65 RS25175 WP 126609416.1 VIDKEIGGIMFWELAGDYNCYVLDAQGNRTTVDATEQACTTGNGEYHMGNTMTKAMYDKFQAATPYGNKVGVLPTPTEAVDIAVS 606
NTDB id 1300 VP RS19160 WP 005479129.1 VIDKEIGGIMFWELAGDYNCYVLDANGNRTAIDATEQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGPTPTEAVDITVS 850
consensus !!!!!!!!!!!!!!!!!!!!!!!!!*!!!! *!!!!!!! !!!!!!!!!!!!!!*!!!! !!!!!!!!* !!!!!!!!! !!

logo VGGFKVGDQNYP INPKI
VTFTNNTGQTAE I

LPGGTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGPVMHRVSFSLPANWKAD
NTDB id 55623 LDP65 RS25175 WP 126609416.1 VGGFKVGDQNYPINPKVTFTNNTGTELPGGTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGPMHRVSFSLPNWKA 691
NTDB id 1300 VP RS19160 WP 005479129.1 VGGFKVGDQNYPINPKITFTNNTGQAIPGGTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVSFSLPAWKD 935
consensus !!!!!!!!!!!!!!!!*!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!! !!

logo LPAGGTYELDMVYYLP I SGPANYSVI
K
S
V
G
NGKEFYAFKFEQPDSLP IGDLNVAGGGTDGGPGGGTPTEGDPGSTCDSTATGI

L
N
V
T
VYPNLWPQTDWAGNPSHANT

NTDB id 55623 LDP65 RS25175 WP 126609416.1 LPAGGTYELDMVYYLPISGPANYSVKVNGKEYAFKFEQPSLPIGDLVGGGDPG.GPGDGTCSTTGINVYPNWPQTDWAGNPSHAT 775
NTDB id 1300 VP RS19160 WP 005479129.1 LPAGGTYELDMVYYLPISGPANYSVISGGKEFAFKFEQPDLPIGDLNAGTGGGGTTEPGSCDTAGLVTYPNLPQTDWAGNPSHAN 1020
consensus !!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!! !!!!!! *! *!* * *!*! ! !* !!! !!!!!!!!!!!!

logo

G
QGDKQMVI

VHNGNVVYKQANWW
YTASSEVPGSDGSWATKTVCANI

V
K

NTDB id 55623 LDP65 RS25175 WP 126609416.1 GGDQMVHNNVVYKANWYTSSVPGSDGSWTKVCAVK 810
NTDB id 1300 VP RS19160 WP 005479129.1 QGDKVIHNGVVYQANWWTASEPGSDGSWATVCNI. 1054
consensus !! **!! !!! !!!*! ! !!!!!!! !! **
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