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NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 55617 BCHRO640 RS00145 WP 015344334.1 MANRGINKVILIGYLGQEPEVRYMSSGSMVTNISVATTESWKDKQTNEFKEKTEWHRVVLFGKLAEIASEYLHKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGNA 154
NTDB id 55617 BCHRO640 RS00145 WP 015344334.1 EGSLKTRKWQNQNGQDRYITEIIVS.IGGAMQMLGSRHSGENVSLDNQNVMNS........................... 132
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPA.......QQGSWGQPQQPAKQHQPMQQ 153
consensus !! !*!!!!!*!*!!!!!*!!*** ****!!!**! *** * **** ** *** * * * *
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 TRPQPAQKPAAQAEPP.MDNFDDDIPF 180
NTDB id 55617 BCHRO640 RS00145 WP 015344334.1 .DDKTISNDVSGGDPVDVNFDDEDIPF 158
NTDB id 1166 A1552VC RS00795 WP 000168289.1 SAPQQYSQPQYNEPP..MDF.DDDIPF 177
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X non conserved

X similar

X ≥ 50% conserved


