
logo

MQDTTTNPNPKYLLMVEDTASVAALYRSYLNTPLDGI
LDINTIVGTGI

RDAI EKS ILEGKRRETPDL I LLDLRLPDMTGMDVLSYASVKESKNSY
NTDB id 55604 LDP65 RS12405 WP 101111489.1 MQDTTTNPNPKYLLMVEDTASVAALYRSYLNPLGLDITIVGTGIDAIKSLEKRTPDLILLDLRLPDMTGMDVLSSVKSNY 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
consensus **************!!!!!!!!!!!!!!!! !! *!! !!!!! !!! !* *! !!!!!!!!!!!!!!!!!!! !!

logo PDVP I
V
I
VFMTAHGS IDTAVEAMRHKGAQDFL IKPCEADRLRVTVNNAI

LRKAGSKLKRNSDPTVDSENKPDNNQNYQGF IGSSQTMQAVYRTI
NTDB id 55604 LDP65 RS12405 WP 101111489.1 PDVPVIFMTAHGSIDTAVEAMRKGAQDFLIKPCEADRLRVTVNNALRKAGKLRSPTSEPDNNYQGFIGSSQTMQAVYRTI 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTI 146
consensus !!!!**!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!!! !!* * * *!!!!!!!!!!!!!!!!!!!

logo DSAAPSSKAS ILF ITGESGTGKEVCAEAIHAASKRGDKSPF IA INCAAIPKDL I ESELFGHVKGAFTGAASTDERQGAAEALADGG
NTDB id 55604 LDP65 RS12405 WP 101111489.1 DSAAPSKASLFITGESGTGKEVCAEAIHAASKRGDSPFIAINCAAIPKDLIESELFGHVKGAFTGASTDRQGAAELADGG 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGG 226
consensus !!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!!! !!!!

logo TLFLDELCEMDLDLQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRANR
NTDB id 55604 LDP65 RS12405 WP 101111489.1 TLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRNR 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAR 306
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !

logo GDEDVI
VE IAYSLLGFHMSHKEEGKDGFVRFLSAQEQVLVDEKRF IREQYEWPGNVRQLQNVLRNAVVVLNEHGRSE ITLDNMLPPPLNLQMPSAVPSEI LNKR

NTDB id 55604 LDP65 RS12405 WP 101111489.1 GEDVVEIAYSLLGHMSHEEGKGFVRFSQQVLDKFIEYEWPGNVRQLQNVLRNAVVLNHGSEITLNMLPPPLNLPSVSELK 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINR 386
consensus !*!!*!!!!!!!!*!!*!!!! !!! ! !***! !!!!!!!!!!!!!!!! !!!!*! !!!! !!!!!!! *! * *
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TKLVS IVEHE I FRPLWLMTEKQSAI EQAI EACDEGNIPKRAAGTHYLDVSPSTI

LYRKLQTWKNEKQVKEKEKER
NTDB id 55604 LDP65 RS12405 WP 101111489.1 QANATDSISTKLSIEEIRPLWLTEKSAIEQAIEACEGNIPKAAGHLDVSPSTLYRKLQTWKEQ........ 463
NTDB id 1157 A1552VC RS03895 WP 001888250.1 A..LPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus ** * * !*!**!! !!!*!!! !!!!!!!!!*!!!!*!! *!!!!!!!*!!!!!!! ! ********

X non conserved

X similar

X ≥ 50% conserved


