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V
F
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NTDB id 55523 LDO37 RS11900 WP 126606779.1 MKHLSLCAIGVGLALSGSVIAAPATPTIDVYGSNNLQFSKVVLEMQTVKGYNQMVQYKDLADIAVKFNQWSGTTGDTYKVFFDGV 85
NTDB id 1298 VP RS15510 WP 005482861.1 MIRFNLCAAGVALALSGAAVAAPTAPSVDMYGSNNLQFSKIELAMETTSGYYDMVKYHDQAKITVKFNQWSGTPGDTYNIYFDGV 85
consensus ! * !!! !!*!!!!! *!!! !**!*!!!!!!!!!!* ! ! ! !! !! !*! ! ! !!!!!!!!!*!!!! **!!!!

logo

E
KVASTGAP I STGGSQTTTAATFDQYGKQGGLVYQSLME I

V
A
EACDATGCSKSADPAQE ITIADTDGSHLKPLTVMNVDPNNKTYNTDPNSTVVMVGTYFVEWGI

NTDB id 55523 LDO37 RS11900 WP 126606779.1 EVASGPISGSTTTAAFQYGKGGVYSLEVAACDATGCSKSAPQEITIADTDGSHLKPLVMNVDPNNKTYNTDPNTVVGTYFVEWGI 170
NTDB id 1298 VP RS15510 WP 005482861.1 KVATGAITGGQTTATFDYGQGGLYQMEIEACDATGCSKSDPAEITIADTDGSHLKPLTMNVDPNNKTYNTDPSVVMGTYFVEWGI 170
consensus !!*!*!*! !!! ! !! !!*! *!* !!!!!!!!!! ! !!!!!!!!!!!!!!! !!!!!!!!!!!!!! !*!!!!!!!!!

logo YGRNYTVDNI
MPADNLTHI LYGF IP ICGPNESLVKSVGGNSFKNALQDTACQRGVNPDYEVVIHDPWAAFYMQKDSFKPHQAGHETFYNSSTP IKGNYAM

NTDB id 55523 LDO37 RS11900 WP 126606779.1 YGRNYTVDNIPADNLTHILYGFIPICGPNESLKSVGGNSFKALQDACQGVNDYEVVIHDPWAAFMKDFKHAGHTFNSPIKGNYAM 255
NTDB id 1298 VP RS15510 WP 005482861.1 YGRNYTVDNMPADNLTHILYGFIPICGPNESVKSVGGNSFNALQTACRGVPDYEVVIHDPWAAYQKSFPQAGHEYSTPIKGNYAM 255
consensus !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!! !! !!*!!!!!!!!!!!!* ! !**!!! * *!!!!!!!!

logo

L
MMALKQRNPDLKI IPS IGGWTLSDPFFYDFTVNTKANRDTFVASVKKFLKTTWKFYDGVDIDWEFPGGGGAQANADNKLGDPVNDGPAYI

VALM
NTDB id 55523 LDO37 RS11900 WP 126606779.1 MMALKQRNPDLKIIPSIGGWTLSDPFFDFTTKANRDTFVASVKKFLTTWKFYDGVDIDWEFPGGGGQNANLGDPVNDGPAYIALM 340
NTDB id 1298 VP RS15510 WP 005482861.1 LMALKQRNPDLKIIPSIGGWTLSDPFYDFVNKANRDTFVASVKKFLKTWKFYDGVDIDWEFPGGGGAAADKGDPVNDGPAYVALM 340
consensus *!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!*!!!

logo

Q
RELRAVMLDEQLEQAVETGRTYELTSAIGVGYDKI

LEDVDNYAADAVQHYMDYI FAMTYDFYGGWNNVPGHQTALYCGNSFMRPGQCDGSTGTVDAE
NTDB id 55523 LDO37 RS11900 WP 126606779.1 QELRVMLDQLQVETGRTYELTSAIGVGYDKLEDVDYAAAVQHMDYIFAMTYDFYGGWNNVPGHQTALYCGNFMRPGQCDGTGTDA 425
NTDB id 1298 VP RS15510 WP 005482861.1 RELRAMLDELEAETGRTYELTSAIGVGYDKIEDVNYADAVQYMDYIFAMTYDFYGGWNNVPGHQTALYCGSFMRPGQCDGSGVDE 425
consensus !!! !!! ! !!!!!!!!!!!!!!!!!!*!!! !! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!*! !

logo

D
NGEVAPYKGPAYTATDNAGIKQI

LLLAQGVPANKLVLVGTAMYGRGWDEGVMTPDSSTLTDPNTDPMTGTAGSTGKLKTGSTETAEQGVWEADGVIDYKGIKASFN
NTDB id 55523 LDO37 RS11900 WP 126606779.1 DGVPYKGPAYTTDNAIKILLAQGVPANKLVVGTAMYGRGWDGVMPSSLTDPTDPMTGTGSGKLTGTEEQGVWEAGVIDYKGIKAN 510
NTDB id 1298 VP RS15510 WP 005482861.1 NGEAYKGPAYTADNGIQLLLAQGVPANKLVLGTAMYGRGWEGVTPDTLTDPNDPMTGTATGKLKGSTAQGVWEDGVIDYKGIKSF 510
consensus ! *!!!!!!! !!*! *!!!!!!!!!!!!*!!!!!!!!!*!! ! *!!!! !!!!!!**!!! !* !!!!! !!!!!!!!!

logo MLGANNQTGINGFEYGYDAEQVAEAPW
YVWNRSTNTGEKL I STFDDDHRSVKLAKGASYAVKRSLGLAGLFSWE IDADNGDI LNAMHEGLMAGTGVVI

P
G
Q
G
P

NTDB id 55523 LDO37 RS11900 WP 126606779.1 MLGANNQGINGFEYGYDEVAEAPYVWNRSNGKLISFDDDRSVKAKGAYVRSLGLAGLFSWEIDADNGDILNAMHEGLAT...IGG 592
NTDB id 1298 VP RS15510 WP 005482861.1 MLGANNTGINGFEYGYDAQAEAPWVWNRTTGELITFDDHRSVLAKGSYAKSLGLAGLFSWEIDADNGDILNAMHEGMAGGVVPQP 595
consensus !!!!!! !!!!!!!!!! !!!!*!!!!* ! !!*!!!*!!! !!! ! *!!!!!!!!!!!!!!!!!!!!!!!!!!*! **** *



logo NRKTPTVAAKAGADQVSVETGPAKSVTVLDAGSAQSKDLSDGTIASYAWETQVSGPTAVTVI
L
A
T
G
SANATAKVASFVDAFAAEVTAVETEQQTLYTVFEKLVTVTDNEGAATAST

NTDB id 55523 LDO37 RS11900 WP 126606779.1 NRTPVAKAGADVSVEGPAKVTLDASASKDLDGTIASYAWTQVSGPAVTITSANAAVASVDFAAVTATQTYVFEVTVTDNEGAAAT 677
NTDB id 1298 VP RS15510 WP 005482861.1 NRKPTAAAGADQSVTGPASVVLDGSQSKDSDGTIASYAWEQVSGTAVVLAGANTAKASFDAAEVTVEEQLTFKLTVTDNEGATAS 680
consensus !! ! ! !!!! !! !!! ! !!*! !!! !!!!!!!!! !!!!*!! * !! ! !! ! ! !! ! *!!!!!!!! !*

logo DLRVAVVTVKSAPAKGVVDPVNNTAPVAAQVSVAPAQTAVNSAGADTVVVVDASASSTDADNDTLTFYNTWDTLVPAQGLNATVNQGSKVTFTAAESYNPQVDTSTLNSF
NTDB id 55523 LDO37 RS11900 WP 126606779.1 DRVAVTVSAKG....VNTAPVAAVSAPAQVSAGATVVVDASASTDADNDTLTYTWDVPAGLNATVQGSKVTFTAASYNVDTTLNF 758
NTDB id 1298 VP RS15510 WP 005482861.1 DLVVVTVKPAGVVDPVNNAPVAQVVAPATANAGDVVVVDASASSDADNDTLTFNWTLPQGLNATVNGSKVTFTAAEYPQDTSLSF 765
consensus ! ! !!! * !****!! !!!! ! !!! !! !!!!!!!!*!!!!!!!!* ! *! !!!!!!*!!!!!!!!! !* !!*! !

logo TVSVSDGKASSSAQSAATVLVVAKKQHNTVTVDPNTCPDGTVCTGINVYPNWPD
Q
N
V
A
DWADAGNSPANHVAYKTGTGDNQLVTVHANGKVI

T
W
Y
E
KAKNWW

YTQTGSDDVPGSKSDSGESWGSTVVWCK
NTDB id 55523 LDO37 RS11900 WP 126606779.1 TVSVSDGKASSSAQAAVLVKKNVVDPTCDVTGINVYPNWPQVDWAGNPNHAKTGDQLVHNGVIYKANWYTTS.VPGSDGSWSTVC 842
NTDB id 1298 VP RS15510 WP 005482861.1 TVSVSDGKASSSASATVVVAQHTTDPNPGTC.........DNAWDAS.AVYTGGNQVTHAGKTWEAKWWTQGDDPSKSGEWGVWK 840
consensus !!!!!!!!!!!!! ! !*! * !! ********** ! * * * ! !* ! ! * ! !*! * ! ! ! *

logo

E
TVAGKVANCN

NTDB id 55523 LDO37 RS11900 WP 126606779.1 TVAK.... 846
NTDB id 1298 VP RS15510 WP 005482861.1 EVGVANCN 848
consensus !* ****
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