logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1103 NMB RS07590 WP 002212976.1
1131 NGFG RS05740 WP 003695064.1
1390 A4U84 RS00055 WP 021115958.1
1471 ASU2 RS04565 WP 014991634.1
1166 A1552VC RS00795 WP 000168289.1
55499 LD046 RS25015 WP 004856483.1
1447 BW25113 RS21080 WP 000168305.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1103 NMB RS07590 WP 002212976.1
1131 NGFG RS05740 WP 003695064.1
1390 A4U84 RS00055 WP 021115958.1
1471 ASU2 RS04565 WP 014991634.1
1166 A1552VC RS00795 WP 000168289.1
55499 1LD046 RS25015 WP 004856483.1
1447 BW25113 RS21080 WP 000168305.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1103 NMB RS07590 WP 002212976.1
1131 NGFG RS05740 WP 003695064 .1
1390 A4U84 RS00055 WP 021115958.1
1471 ASU2 RS04565 WP 014991634.1
1166 A1552VC RS00795 WP 000168289.1
55499 LD046 RS25015 WP 004856483.1
1447 BW25113 RS21080 WP 000168305.1

consensus

el S e )

LAY el Mbsyh s

AN NKVIL GRLGRDPEVRYMPNG AVENISVATSE WD |[WMG RYYERTEWHR I YRKLAE AGQYL KG{e3#vY
S| NKVIL GRLGRDPEVRYMPNG AV[ENIISVATSE WD |WHG RYYERITEWHR I YRKLAE AGQYL KG{eavy

BRWIGVNKVI VGNLG DP REWMPNG AVAJ SVATSESWNDKWTGER EWYTEWHRIV]§ R WAEVAGQYLRKGSJUVY
BUNG NKVI VGNLG DPE RJN

. MPNG AVANISVATSESWINDKWTGER EMTEWHRIV|§YR [NAEVAGQYLRKGSQVY
IWWIIGVNKVIL GNLG DPEVRYMPEGEAVANI ATSE WHDKINTGE[R EMTEWHR §{ YEKLAEVAG YLRKGSQVY
WERPIGVNKVILVGNLG DPEVRYMPEJGAVANI  ATSESWRIDKEITGEWN E(NTEWHR V [@KLAEVAG YLRKGSQVY
WESIIGVNKVILVGNLG DPEVRYMPNGEAVANI ATSESWRIDKBEITGER E[NTEWHR V [@KLAEVAR] YLRKGSQVY

)k DD P Do b b b Poose Do D bk Do D Dok DU Do b Dok ok Dokokok 1 D DT Dookokokokokokok D Dk Dok D Dok D Dok 1 Dk

s X Q:
E L RKYQDQB @BX E VVN dant Q LqRﬁﬁsQAAA =SENE6EA2 Es\( Q Seavaac s
.. JEINENKUSHeIeRMENSEGEaPY . . ... ... ... EEGTENSEEAYQRPAQESREPAS

Q C. S G PY ........... DE[4EIrSAEAYQRPAQ[MSR PAP

EG L TRKWQDQWNGQDRYTTE I A Q DVLSSG DF NQGS.WNQ PA. TNGGYSDNYA ANNNF

EG L TRKWQDQNGQDRYTTE I SaRIGDAMROMLGGR [N[¢/GID)Y NQGGWGNS PAPRIQSMN[NG SGYGYD QTASRP

EGQL@TRKWQDQSGQDRY TE VVQGYNGIMQMLGGRAQ MP Q GMNVPAQQGS GQP .KQH[PMQ

EGINL TRKWHWDQBIGQ YTTEINAMMVGEMsMQMLGGR PAGEGQQ[0]G[elele| P .GGN FS

EGNL TRKWIWDQBIGQDRYTTE VAUV GEM§MQMLGGR G AP.G NIG GQPQGG GQP . .GGN[MFS

P Usksksksk | Dsksksksk | oskosk ok skokokok ok * *k EEAN Ik skkk k% *x kkk | % * * *

174

st DL

DAPSHAXEA AAAAQAKAW A VB |F

DAPSHP[MEAJJAAPRRQ

DAPSHPEEA AAPRRQE 174
180

....... 178

...... . 177

175
178

non conserved
similar
> 50% conserved

[><] TS

141
141
151
152
152
147
150



