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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 55401 PSEST RS08165 WP 015276527.1 MRTWMLALAAGLVLPRFLPALPASWICAAFAAVGA..LMLMRR.........SWVPFGLFLLGLGWACYQSQNALADRLPVAMDG 74
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGL...LLLPF.........RWRPLAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 55401 PSEST RS08165 WP 015276527.1 RTFWIEGRVVDLPAAIGDVVRFELADIE.SRHVGLPSKVRLSWYGG....................PQLRAGERWRLAVRLKRPR 138
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYGG....................PEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 55401 PSEST RS08165 WP 015276527.1 GLVNPQSFDYEAWLLARGIGATGTVKAGERLSASV............ATDGWRDRLRARLMA.VPAFDRQGAIAALVVGDDSGLR 210
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLT.VEAHGRAGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 55401 PSEST RS08165 WP 015276527.1 RSDWQVLQDTGTVHLMVISGQHIGMLAGLLYGLVALLAR.......LGVWPR..PWPWLPCACGLALAGALSYGWLAGFDVPVRR 286
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLAR.......WGIWPQ..RLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 55401 PSEST RS08165 WP 015276527.1 ACFMVAVVLLWRLRFRHLGVWQPLLLALNGVLLIDPLVTLQPGFWLSFGAVAVLALAFA.......GRLGRWIW.......WKTL 357
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR.......GRLGVPSW.......WRAL 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 55401 PSEST RS08165 WP 015276527.1 LRAQWAATLGLLPLLLALGLPVSASSPLANLIAVPWVSL.TVPFALLGTILLPLGGVGEAILWLVGGSLALLFELLGLIASWRPA 441
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 55401 PSEST RS08165 WP 015276527.1 WFAVGLPCWVFLMIALGVLLLLMPAGIP...LRALGVMLLLPLAFPPRMEVPEGRAQVWVLDVGQGLSVLVRTREHALLYDAGPR 523
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 55401 PSEST RS08165 WP 015276527.1 QGDF.DAGERVVFPSIRSLAVSRLDMLLLSHADNDHSGGAQAVQHLMPVARIISGEPQR.......HADGLNAEPCESGAQWQWN 600
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 55401 PSEST RS08165 WP 015276527.1 GVRFTLWQW......QAARESNQLSCVLLVEANGERLLLTGDIDQAAEQALLRSG..TEVQAQWLLLPHHGSRSSSSESFLRAVE 677
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRW......PQATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 55401 PSEST RS08165 WP 015276527.1 PTTALISRSFHNAFGHPHPSVTTRLAALGVGTYDTALHGAIRIDLGD..FSAAEARRAGRRFWREK................. 741
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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