
logo MGRAENRLRTFLFSEGDEQGQRR I LRLYHLYRLTIGLAVLVLL I SASDELEHDNDQLVLKQLMS
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NPEQLFHQVYGASWCLYL IVFLNI

MLVALVFLLVPQPSPSERQRDLLPS IVFLGI LALMT
NTDB id 55397 PSEST RS03455 WP 015275650.1 MGAENLTFFGDQGRRILRLYHLYRLTIGLALVLLISADLHNDLLQMSNPQLFQYGAWLYLILNMLVAVLVQSPERDLSVLGLALM 85
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIFILALT 85
consensus ! !! ! *!! !!!!!!!!!!!!!!! !!!!!! *!* *! * *! !!* ! !*!!* !*!!!* **** !** !!!
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L
MLCSGLFYAFGGGTVPSGIGNSLL IVVAVAIANI LLRGR I

VGFLFVIAAAVAASLTGL ILYLTFFYLSLVSRSPDEASTNSHQYVQAGAGLGTLCFAAALLVI
V

NTDB id 55397 PSEST RS03455 WP 015275650.1 DVILLSGLFYFGGGTPSGIGNLLIVAVAIANILLRGRVGFFIAAVAATGLIYLTFYLSVSRPEASSQYVQAGALGTLCFAAALLV 170
NTDB id 1472 PAKAF RS23995 WP 016253893.1 DVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLGTLCFAAALVI 170
consensus !!**!*!!!! !!! !!!!! !!*!!!!!!!!!!!!!*! !!! ! !!*!!!!*!!*! !*!* *!!!!!*!!!!!!!!!!**

logo QAGLTVRRLQEQQVSTETLAEREQRAEETVANLEAELNAL I LQRMRTGI LMVLVDPSQREQAR I
VLLANQAGALGQLLGRQDDSLVAQGAERSLAGPRHRCSPDMLLMHKACLMKQQWRDL

NTDB id 55397 PSEST RS03455 WP 015275650.1 QGLTRRLQVSETLARQRAEEVANLEALNALILQRMRTGIMVLDPQERVLLANQGALQLLGQDSLAGERLAPRCPDLLKALQQWRD 255
NTDB id 1472 PAKAF RS23995 WP 016253893.1 QALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLGRHSPMLMHCMKQWRL 255
consensus !*! !! *!!!! !!! !!!!! !!!!!!!!!!!!!*!*!* *!!!!!*!! !! !! * ! !****! !**** !!!
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GGPTLVQPSFAIASLNQHREGDNDKLQDHTVL IVFLEDI

TSQIAQKQAQQLMKLAGSLGRLTAGS IAHE IRNPLGAI SHAAQLLHQESEE
NTDB id 55397 PSEST RS03455 WP 015275650.1 NPTLRPRNFKAIAGGPTLQPSFAALQHGNKLDTLVFLEDTSQIAQKAQQLKLASLGRLTASIAHEIRNPLGAISHAAQLLHESEE 340
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHEIRNPLGAISHAAQLLQESEE 340
consensus !!*!!!* ! ** !!!*!!!! !** * !*!!!! !!!!! !!!*!!! !!!!!! !!!!!!!!!!!!!!!!!!!*!!!!

logo LDAGPDRRLATQI IQDHQSKRRMNLVI ENVLQLSRRRQAEPQLQLDLKEYWLHQRFVDSEYPRGQGRLNRANDQQSETLVHLEQLTGIAGGSDS ILQTRMDPHNQLNTQVL
NTDB id 55397 PSEST RS03455 WP 015275650.1 LDGPDRRLAQIIQDHSRRMNLVIENVLQLSRRRQAEPQLLDLKYWLHRFVSEYRQGLNAQQTVHLETIGSSLQTRMDPNQLTQVL 425
NTDB id 1472 PAKAF RS23995 WP 016253893.1 LDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRNDSELHLQLGAGDIQTRMDPHQLNQVL 425
consensus !!*!!!!! !!!!!*!*!!!!!!!!!!!!!!!!!!!!! !!!! !!*!!! !!* ! *!! * *!!!!!!*!! !!!
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NTDB id 55397 PSEST RS03455 WP 015275650.1 TNLVQNGLRYSGQQHGRAQVWLRLYREEASDLPVVEVLDDGPGIATEQLHNVFEPFFTTESKGTGLGLYLSRELCESNQARLDYR 510
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEPFFTTESKGTGLGLYLSRELCESNQARIDYR 510
consensus *!!!!!!!!!!*! !!!*!!!! ! !** !!!!!*!**!!!!!** * !*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!

logo
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NREPEGGGSCFR ITVFAHPRKLS

NTDB id 55397 PSEST RS03455 WP 015275650.1 ERPEGGSCFRIVFAHPRKLS 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NREEGGGCFRITFAHPRKLS 530
consensus !*!!! !!!! !!!!!!!!
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