logo

NTDB id 55374 LDM86 RS04455 WP 223888877 .

NTDB id 1206 C694 RS04180 WP 000774319.1
consensus

logo

NTDB id 55374 LDM86 RS04455 WP 223888877.

NTDB id 1206 C694 RS04180 WP 000774319.1
consensus

logo

NTDB id 55374 LDM86 RS04455 WP 223888877.

NTDB id 1206 C694 RS04180 WP 000774319.1
consensus

logo

NTDB id 55374 LDM86 RS04455 WP 223888877.

NTDB id 1206 C694 RS04180 WP 000774319.1
consensus

logo

NTDB id 55374 LDM86 RS04455 WP 223888877.

NTDB id 1206 C694 RS04180 WP 000774319.1
consensus

logo

NTDB id 55374 LDM86 RS04455 WP 223888877.

NTDB id 1206 C694 RS04180 WP 000774319.1
consensus

logo

NTDB id 55374 LDM86 RS04455 WP 223888877.

NTDB id 1206 C694 RS04180 WP 000774319.1
consensus

AL IS RRALY LISl PERORIG KA LA

MADLLSSLKNL BISSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFS RNNEITPNHRASLRIQMMVKQIAFLETILVENEQDALIL
MADLLSSLKNL]g SSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFS RNNEITPNHRASLRIQOMMVKQIAFLETILVENEQDALIL

L CLICAVLIAIATYYIY OF O PR RO ADILSLTELL AR AR

ENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQKKNCIKDKKAC
ENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQKKNCIKDKKAC

R A8 WA L RN EUER AR D)

FYQIERCKAPCENKITKEEYLKIAKECLEMIENKD LIKELELKMERLSEINLRFEEALIYRDRIAKIQKIAPFTCMDLAKLYDLD
FYQIERCKAPCENKITKEEYLKIAKECLEMIENKD LIKELELKMERLSRINLRFEEALIYRDRIAKIQKIAPFTCMDLAKLYDLD
trrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrnd

AR T L T R e L PRLUR S A

IFAFYSIGNKAVLVKMFMRGGKIISSAFEKIHSLNGFDTDEAMKQAIINHYQSHLPLMPEQILLNACSNETLKELQEFISHQYSK
IFAFYY

BINKAVLVKMFMRGGKIISSAFEKIHSLNGFDTDEAMKQAIINHYQSHLPLMPEQILLNACSNETLKELQEFISHQYSK
Pttt ettt rrrrr e

AL PAORLAL 1 O UL LA U T A

KIALSIPKKGDKLALIEIAMKNAQEIFSQEKMSNEDLILEEARSLFKLECMPYRVEIFDTSHHIWSQCVGGMVVYENEIAFQKNSY
KIALSIPKKGDKLALIETIAMKNAQEIFSQEKWSNEDLILEEARSLFKLECMPYRVEIFDTSHHESSQCVGGMVVYEN EFQKNSY
PELLLL e et T

M A e TRAHAE LV ML LS AR )

RRYHLKGSIEYTQMSELLTRRALDFAKEPPPNLWVIDGGRAQLNIALEILKSSGSFVEVIAISKEKRDSKAYRSKGGAKDIIHT

RRYHLKGSIEYTQMSELLTRRALDFAKEPPPNLWVIDGGRAQLNIALEILKSSGSFVEVIAISKEKRDSKAYRSKGGAKDIIHT)g
rrrrrrn

ATFLL SR A M AR EAMRLLNE Yl AR

WIDTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMKQIALLKEKGIGEASVKKLLDYFGSFEAIEKASEQEKNAVLKKRI
SIDTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMKQIALLKEKGIGEASVKKLLDYFGSFEATEKASEQEKNAVLKKRI
PELLL L et

rrrrr x

85

170
170

255
255

340
340

425
425

510
510

594
594



[><] e

non conserved
similar
> 50% conserved



