
logo MKRGFTLVEVLVAMAI LVVVLAVGVRYFASTSELARNTQARSELQDRVRMVMQVVTADLQMAGARYWNSGDNQNQAFSLPLPPLSG
NTDB id 55299 LDO07 RS06610 WP 223965553.1 MKRGFTLVEVLVAMAILVVVLAVGVRYFASTSELARNTQARSELQDRVRMVMQVVTADLQMAGARYWNSGDQNQAFSLPLPPLSG 85
NTDB id 1032 TT RS04325 WP 011173285.1 MKRGFTLVEVLVAMAILVVVLAVGVRYFASTSELARNTQARSELQDRVRMVMQVVTADLQMAGARYWNSGNQNQAFSLPLPPLSG 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!

logo SDNGMGPKDTLTLYYVTSLRDLASACRRVDYGFEGDTLRRSDVNSATPSTSGSDCTTPPSPNSYQPLAEGI
MLALDIQYQCSDGSTRTKRDNTPDC

NTDB id 55299 LDO07 RS06610 WP 223965553.1 SDGGPKDTLTLYYVTSLRDLASACRRVDYGFEGDTLRRSDVSATPTSGSDCTTPSPNYQPLAEGILALDIQYQCSDGTTRNTPDC 170
NTDB id 1032 TT RS04325 WP 011173285.1 SNMGPKDTLTLYYVTSLRDLASACRRVDYGFEGDTLRRSDVNATPSSGSDCTTPPPNSQPLAEGMLALDIQYQCSDGSRKDTPDC 170
consensus ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!*!! !!!!!!*!!!!!!!!!!!!* * !!!!

logo GATDNAYPRSAKVTVAGYSLTPSVTNPGPASLTTVTGKTLACPQGRACYALTQEVLMPNLKPLPTP
NTDB id 55299 LDO07 RS06610 WP 223965553.1 GANAYPRSAKVTVAGYSLTPVTNPGPASLTTVTGKTLACPQGRACYALTQEVLMPNLKPLPTP 233
NTDB id 1032 TT RS04325 WP 011173285.1 GTDAYPRSAKVTVAGYSLTSVTNPGPASLTTVTGKTLACPQGRACYALTQEVLMPNLKPLPTP 233
consensus ! !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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