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NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AQKGGAFIDAEHADYALG N EL SQPDNGEQALETILN 148
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NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT INMAFTDAEHALDP@YARMSLGV DWNLL SQPDIYGEQALET)N 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQALETIjS 139
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