
logo MQQHPDQLKLEEEPYLKGTVNTVIYHNDGTNLYTVLKVKVTETSEAI EDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGLQFQAE
NTDB id 55227 A7A1 RS07240 WP 015251573.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNGTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGLQFQAE 85
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGLQFQAE 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HFKKE IPTTKEGI IQYLSSDLFEGIGKKTAEE IVKKLGDSAINKI LADASVLYDVPRLSKKKADTLAGALQRHQGLEQIMI SLNQ
NTDB id 55227 A7A1 RS07240 WP 015251573.1 HFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQGLEQIMISLNQ 170
NTDB id 355 BSU 27480 NP 390625.1 HFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQGLEQIMISLNQ 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAI LYTLETTCLSEGHTYI ETEQL I
NTDB id 55227 A7A1 RS07240 WP 015251573.1 FGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETTCLSEGHTYIETEQLI 255
NTDB id 355 BSU 27480 NP 390625.1 FGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETTCLSEGHTYIETEQLI 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IDTQSLLNQSAREGQR ITEMDAANAI IALGENKDIV I EDGRCYFPSLFYAEQNVAKRVKHIASQTEYENQFPESEFLLALGELEE
NTDB id 55227 A7A1 RS07240 WP 015251573.1 IDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQTEYENQFPESEFLLALGELEE 340
NTDB id 355 BSU 27480 NP 390625.1 IDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQTEYENQFPESEFLLALGELEE 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKDEAFP IVLAAPTGRAAKRMSESTGLP
NTDB id 55227 A7A1 RS07240 WP 015251573.1 RMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKDEAFPIVLAAPTGRAAKRMSESTGLP 425
NTDB id 355 BSU 27480 NP 390625.1 RMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKDEAFPIVLAAPTGRAAKRMSESTGLP 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AVTIHRLLGWNGAEGFTHTEDQP I EGKLL I IDEASMLDIWLANHLFKAIPDHIQI I IVGDEDQLPSVGPGQVLRDLLASQVIPTV
NTDB id 55227 A7A1 RS07240 WP 015251573.1 AVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQIIIVGDEDQLPSVGPGQVLRDLLASQVIPTV 510
NTDB id 355 BSU 27480 NP 390625.1 AVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQIIIVGDEDQLPSVGPGQVLRDLLASQVIPTV 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RLTDIYRQAEGSS IVELAHQMKNGLLPNNLTAPTKDRSF IRCGGSQIKEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELN
NTDB id 55227 A7A1 RS07240 WP 015251573.1 RLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELN 595
NTDB id 355 BSU 27480 NP 390625.1 RLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELN 595
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo VMLQDI LNPPKEKRRELKFGDVVYRTGDKI LQLVNQPENNVFNGDIGE ITS I FYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFT
NTDB id 55227 A7A1 RS07240 WP 015251573.1 VMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFT 680
NTDB id 355 BSU 27480 NP 390625.1 VMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFT 680
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HAYCCS IHKSQGSEFP IVVLPVVKGYYRMLRRNLLYTAITRAKKFL I LCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAE
NTDB id 55227 A7A1 RS07240 WP 015251573.1 HAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAE 765
NTDB id 355 BSU 27480 NP 390625.1 HAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAE 765
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LEALQKELPFSVHDANIGMEGITPFDFMKEEQQ
NTDB id 55227 A7A1 RS07240 WP 015251573.1 LEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
NTDB id 355 BSU 27480 NP 390625.1 LEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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