
logo MLASKMRWE IQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAI SQQEKIMI
NTDB id 55226 A7A1 RS07165 WP 044052487.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQEKIMI 85
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQEKIMI 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRS IKERGFSL I ITVDTGIAAVHEAKVAKELGLDVI ITDHH
NTDB id 55226 A7A1 RS07165 WP 044052487.1 YGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKELGLDVIITDHH 170
NTDB id 354 BSU 27620 NP 390640.1 YGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKELGLDVIITDHH 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EPGPELPDVHRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRL IATLGLERLRRTNRLG
NTDB id 55226 A7A1 RS07165 WP 044052487.1 EPGPELPDVHAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLIATLGLERLRRTNRLG 255
NTDB id 354 BSU 27620 NP 390640.1 EPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLIATLGLERLRRTNRLG 255
consensus !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LKEKL IKLSGGDIGEANEETVGFQLAPRLNAVGR I EQADPAVHLLMSEDSFEAEELAAE IDQLNKERQKMVSKMTDEAI EMVEQQG
NTDB id 55226 A7A1 RS07165 WP 044052487.1 LKKLIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKERQKMVSKMTDEAIEMVEQQG 340
NTDB id 354 BSU 27620 NP 390640.1 LKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKERQKMVSKMTDEAIEMVEQQG 340
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARS IRGFNLFESLSECRDI LPHFGGHPMAAGMTLKAE
NTDB id 55226 A7A1 RS07165 WP 044052487.1 LDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFESLSECRDILPHFGGHPMAAGMTLKAE 425
NTDB id 354 BSU 27620 NP 390640.1 LDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFESLSECRDILPHFGGHPMAAGMTLKAE 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DVPDLRSRLNE IADNTLTEEDF IPVQEVDLAVCGVEDITVES IAEMNMLSPFGMLNPKPHVLVENAVLEDVRKIGANKTHVKMTIR
NTDB id 55226 A7A1 RS07165 WP 044052487.1 DVPDLRSRLNEIADNTLTEEDFIPVQEVDLACGVEDITVESIAEMNMLSPFGMLNPKPHVLVENAVLEDVRKIGANKTHVKMTIR 510
NTDB id 354 BSU 27620 NP 390640.1 DVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLNPKPHVLVENAVLEDVRKIGANKTHVKMTIR 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NESSQLDCVGFNKGELEQEGIVPGSR I S IVGEMS INEWNNRKKPQLMIKDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKE
NTDB id 55226 A7A1 RS07165 WP 044052487.1 NESSQLDCVGFNKGELEEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKE 595
NTDB id 354 BSU 27620 NP 390640.1 NESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKE 595
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo DSTTLLQTEDGLRREVHVI SSKDQAKAFDLDGAYIVLLDPPPSLDMLARLLEGKAPER IYF I FLNHEDHFLSTFPARDHFKWYYAF
NTDB id 55226 A7A1 RS07165 WP 044052487.1 DSTTLLQTEGLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAF 680
NTDB id 354 BSU 27620 NP 390640.1 DSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAF 680
consensus !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFVKI ENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEEL
NTDB id 55226 A7A1 RS07165 WP 044052487.1 LLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEEL 765
NTDB id 354 BSU 27620 NP 390640.1 LLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEEL 765
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KEWLNKLMKQDSEAYESTRRT
NTDB id 55226 A7A1 RS07165 WP 044052487.1 KEWLNKLMKQDSEAYESTRRT 786
NTDB id 354 BSU 27620 NP 390640.1 KEWLNKLMKQDSEAYESTRRT 786
consensus !!!!!!!!!!!!!!!!!!!!!
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