
logo MKE IVEQNI FNEDLSQLLYSF IDSKETFSFAESTI LHYVVFGGENLDVATRLGAGI E I L I LSSDIMDDLEDEDNHHALWMKINRS
NTDB id 55216 A7A1 RS04930 WP 015251332.1 MKEIVEQNIFNEDLSQLLYSFIDSKETFSFAESTILHYVVFGGENLDVATRLGAGIEILILSSDIMDDLEDEDNHHALWMKINRS 85
NTDB id 93 BSU 31710 NP 391049.2 MKEIVEQNIFNEDLSQLLYSFIDSKETFSFAESTILHYVVFGGENLDVATRLGAGIEILILSSDIMDDLEDEDNHHALWMKINRS 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ESLNAALSLYTVGLTS IYSLNNNPL I FKYVLKYVNEAMQGQHDDITNKSKTEDESLEVIRLKCGSL IALANVAGVLLATGEVYNET
NTDB id 55216 A7A1 RS04930 WP 015251332.1 ESLNAALSLYTVGLTSIYSLNNNPLIFKYVLKYVNEAMQGQHDDITNKSKTEDESLEVIRLKCGSLIALANVAGVLLATGVYNET 170
NTDB id 93 BSU 31710 NP 391049.2 ESLNAALSLYTVGLTSIYSLNNNPLIFKYVLKYVNEAMQGQHDDITNKSKTEDESLEVIRLKCGSLIALANVAGVLLATGEYNET 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!

logo VERYSYYKGI IAQI SGDYYVLLSGNRSDI EKNKHTL IYLYLKRLFNDASEDLLYL I SHKDLYYKSLLDKEKFQEKL IKAGVTQYI
NTDB id 55216 A7A1 RS04930 WP 015251332.1 VERYSYYKGIIAQISGDYYVLLSGNRSDIEKNKHTLIYLYLKRLFNDASEDLLYLISHKDLYYKSLLDKEKFQEKLIKAGVTQYI 255
NTDB id 93 BSU 31710 NP 391049.2 VERYSYYKGIIAQISGDYYVLLSGNRSDIEKNKHTLIYLYLKRLFNDASEDLLYLISHKDLYYKSLLDKEKFQEKLIKAGVTQYI 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SVLLE IYKQKC I SA I EQLNLDKEKKEL IKECLLSYTKGDTRCKT
NTDB id 55216 A7A1 RS04930 WP 015251332.1 SVLLEIYKQKCISAIEQLNLDKEKKELIKECLLSYTKGDTRCKT 299
NTDB id 93 BSU 31710 NP 391049.2 SVLLEIYKQKCISAIEQLNLDKEKKELIKECLLSYTKGDTRCKT 299
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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