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NTDB id 243 SPR RS03635 WP 000882517.1 KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVG 487
NTDB id 55118 B938 RS00565 WP 015239036.1 EK.QGQENSEVSVEDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLG 545
NTDB id 85 BSU 00860 NP 387967.1 EK.QGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLG 545
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