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NTDB id 1028 TT RS08215 WP 011173991.1 EKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSGE..GQKDLKL 168
NTDB id 55092 DEIPE RS10490 WP 015235946.1 KVAQTLLAVPFAVV..GGNLRVAFVDPLNSLTIETVEDECGMTVEPYQALREQVQWAIAHHYPELGLDVPQPTDGS..EGQGEQL 165
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NTDB id 1028 TT RS08215 WP 011173991.1 GELLLQKGWISREALEEALVEQEKTGDLLGRILVRK.GLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLLLRSDALRYGAVP 252
NTDB id 55092 DEIPE RS10490 WP 015235946.1 GARLVRRGYVSQEDLDAALVKQKELEEPLGTVLVHLGALTEEQLYMVLAEQANVIFIRNPRDYEPDEATLGLLLRAEALRLSAVP 250
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NTDB id 1028 TT RS08215 WP 011173991.1 IGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREALKEALEVQKGLPRAKPLG 337
NTDB id 55092 DEIPE RS10490 WP 015235946.1 LEEKDGVVTVVTSDPRRREEIERVIGRPLQLALSRPNDVENLIERLYPQKGRLGEAMVQQGTLSRSQLREALQVQSREGRVKPLG 335
NTDB id 1306 DR RS10060 WP 027479822.1 VDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQLREALQVQAREGKVKPLG 337
consensus *** ** !*!**!!!!****** ***!!*** !**!***! !*** !!!**!!!! *!!*!*!!!**!*!!!*!! *****!!!!

logo E I
V
L
I
T
VELGFLYAGRSSPDEGDE I

V
D
E
S
EALEQKQHNRRSVGGGRLEDTLVQSGKI

L
R
SPEAMLAQRASVLAATVQLGYPEYFVLDGPEGI EKQDNTTPPDAPKGAVPATLML ILVPEDALTCARRYGSVVFMVPHIVR
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NTDB id 1028 TT RS08215 WP 011173991.1 LEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGKAELSEIAKEFAKKQAE.....EEVPSPLEL 502
NTDB id 55092 DEIPE RS10490 WP 015235946.1 MQGGSLVVAMKDPRNVFALDDLRIVVGR.....DIVPAVMAEKDITRLIERTFGGSDMAALNKELAASAKAKESARDEADLNAAL 500
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NTDB id 1028 TT RS08215 WP 011173991.1 GVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETLRRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRH 842
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NTDB id 1028 TT RS08215 WP 011173991.1 AIVAGKSATEIKEIARR.KGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 55092 DEIPE RS10490 WP 015235946.1 AVSQKLDATGIREVARRESHMRTLREDGLEKAMAGLTTLEEILGNTNA 888
NTDB id 1306 DR RS10060 WP 027479822.1 TIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
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