
logo MNSTVDTL IVLVFLAGAGLLGALL IVGSFSNVL IHWRLPRGRENS IVAFPPSHCPKNCDQHPRLKSAPLTDL IVPLVFSWALAGLGRGRCRYCGRAPR INSAPRYPLVVELLT
NTDB id 55082 DEIPE RS03085 WP 041231122.1 MSTDTLIVVLGALLGALIGSFSNVLIHRLPRRESVAFPPSHCPNCQHRLSALDLIPLFSWAGLRGRCRYCGARISARYPLVELLT 85
NTDB id 1305 DR RS10600 WP 010888696.1 MNVDTLIVLFAGLLGLLVGSFSNVLIWRLPRGENIAFPPSHCPKCDHPLKPTDLVPVFSWLALGGRCRYCRAPINPRYPVVELLT 85
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NTDB id 55082 DEIPE RS03085 WP 041231122.1 ALGYALLAVLLPWSAAGASLLGLWAMFTLLLVISFIDAETRTIPDALVLPGLALGLLLGFANERTG..ALIAGLPGVQGALAGAL 168
NTDB id 1305 DR RS10600 WP 010888696.1 GVAYAVIAATFPLSTYEAGTLGLMVLFTILLVGSAIDLDTMTLPDELTLPGTLLGVLFGLAGAGLYAQEGQLGLPNVAQAVEGAL 170
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NTDB id 55082 DEIPE RS03085 WP 041231122.1 LGAGLIALIALYGELVLRRFRERRFPEFPVSYQQVALAALVGAWLGVVWGVVLGLFSVALNVFARRVVRLPEILLLLGLLVSIVL 253
NTDB id 1305 DR RS10600 WP 010888696.1 MGAGVIVLISVYGSWVLRRFRERQWPEAPIGYQQISLGLLAGAWLGPWWGLGVALLSAAVNVAAKKAVRIPELLTLGGFLVSLAL 255
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NTDB id 55082 DEIPE RS03085 WP 041231122.1 GVSGTGPGVIDMTQNALAAAGGMSLLAALYWWTQ......PDEIESEDQDYDPVAMGFGDVKLMGLLGAFMGVTGALVSLGVAIL 332
NTDB id 1305 DR RS10600 WP 010888696.1 SSAGTGPGLLDMLRGGLMAAGAVSLVCGVYWWIYWRRNKQAEDDGTDDEQSDPVAMGFGDVKLAAVIGAFLGWERLLLAVVVAIF 340
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NTDB id 55082 DEIPE RS03085 WP 041231122.1 VGALVGVVTLSLRRENKLPFAPLLALGALVHLLYGAQIVQAFQALYALD 381
NTDB id 1305 DR RS10600 WP 010888696.1 AGAVLGLVQLALKQENRVKFGPYLALGAVVALLWGGPLLDWYRGLLGM. 388
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