
logo MKQQTDEEHQPTFFFFDYETWGTVNPAKDRPSQFAGVRTDMDFNI IGEPL IV IYCQLPNSDYLPAPEAAL ITGITPQKAMNASQGLAPEPEF IAR
NTDB id 55069 OCV04 RS09140 WP 171137474.1 MKTDEQPTFFFFDYETWGTNPAKDRPSQFAGVRTDMDFNIIGEPLIIYCQLPSDYLPAPEAALITGITPQKAMAQGLPEPEFIAR 85
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus ! **!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!!!! !!!*!!!!!!!

logo IHAQELSQTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNFFIDPYASWSWQHNGNSRWDLLDVLMRACHALRPEGI EVWPENDGDEGFTSFKLEHLSKVA

NTDB id 55069 OCV04 RS09140 WP 171137474.1 IHQELSQPNTTSLGYNSIRFDDEVTRYTCYRNFFDPYSWSWQNGNSRWDLLDVMRACHALRPEGIVWPENGEGFTSFKLEHLSKA 170
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !! !!! !!! !!!!!!!!!!!!!!!!!!!!! !!! !!!!*!!!!!!!!!!*!!!!!!!!!!! !!!! *!!!!!!!!!!! !

logo NGI EHESNAHDAMADVIATI ELAKKVKAAQPKLFDYFFTMRHKRKLNTEL IVDIVNMQTPLMHVSGMLGRECRHQYTSWIVP IAWHPTNQN
NTDB id 55069 OCV04 RS09140 WP 171137474.1 NGIEHENAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLNELVDIVNMTPLMHVSGMLGRECQYTSWIVPIAWHPTNQN 255
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!! !!!!!!!!!!!!!**!!!!!!!!!!!!!!!!

logo AVIVAVDLAGKDPQPL ILELDSASEETLHQATRLYTKRRYDEDELAPDELPVPVKLVHLNKCP I LAPAKTLTAENAEQKIG IDNREQCLAHNLANLVIRQHP
NTDB id 55069 OCV04 RS09140 WP 171137474.1 AVIVADLAKDPQPLIELSSEELHTRLYTKRDELAPDELPVPVKLVHLNKCPILAPAKTLTAENAEKIGINREQCLANLALIRQHP 340
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!!! !!*!!!!!!*!! ! !* !!!!* **!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!!!!*! *!!!!!

logo E IREKLVATLVFS IQEREFENQESSTDVDSTQLYADGFFSPADKRAASME I IRSTTAPPENLAGASLAGIRTFVADKR I EPLLFRYRARHFYPHWTLDTDENTEQRR
NTDB id 55069 OCV04 RS09140 WP 171137474.1 EIREKLVALFSIEREFEQSTDVDTQLYDGFFSPADKASMEIIRSTPPENLAALGITFADKRIEPLLFRYRARHFPWTLDENEQRR 425
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus !!!!!!! *!! !!!! ! *!!!*!!! !!!!!!!*! !!!!!*!*!!!!* !*! !!!!!!!!!!!!!!!!*!*!! * !!!!

logo WAANHCRDFYFYERSNR I
LEDGYMLNLENLVHEHEQASDEPKKI

MAI LKSVYHQYVESKLAVCS
NTDB id 55069 OCV04 RS09140 WP 171137474.1 WANHCRDFYESRIEDYMLNLENLVHEHESDEKKIAILKSVYQYVSKLVS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!**! *! !!!!!!!!!!!! !*!!*!!!!!!!*!! !! *
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