
logo MI
NRFINTLCYAAGS IVALALSSGSASAVMVAALPTATPSTI

VDMVNYGSNNLQFSKI ELAMDETTSGYNYDQMVKYFHDEKQADKI STI
VKFNQWSGTPTGDNI

TYKNI
VYFDGI

V

NTDB id 55058 OCV27 RS16035 WP 125319888.1 MNRITLYAASIALASSSSVMALPTTPTIDVNGSNNLQFSKIELAMDTTSGYNQMVKYFEKADISIKFNQWSGTTGNIYKVYFDGI 85
NTDB id 1298 VP RS15510 WP 005482861.1 MIRFNLCAAGVALALSGAAVAAPTAPSVDMYGSNNLQFSKIELAMETTSGYYDMVKYHDQAKITVKFNQWSGTPGDTYNIYFDGV 85
consensus ! ! !*!! *!!! ! *! !! !**!* !!!!!!!!!!!!!!*!!!!! !!!!** ! !**!!!!!!!!*! ! *!!!!*

logo

E
KVANTGAGI STGGSQTTANTFDKYEGQGGLRYQLMEI IVEACDAVSTGCSAKSDSPAETI

L
T
VIADTDGI

SHLEKPLPTMNVDPNNKNQTYNLTDPNSTVVMGTYFVEWGI
NTDB id 55058 OCV27 RS16035 WP 125319888.1 EVANGGISGSQTTANFKYEQGGRYQLIVEACDVSGCSASSPATLVIADTDGIHLEPLPMNVDPNNNQYNLDPNTVMGTYFVEWGI 170
NTDB id 1298 VP RS15510 WP 005482861.1 KVATGAITGGQTTATFDYGQGGLYQMEIEACDATGCSKSDPAEITIADTDGSHLKPLTMNVDPNNKTYNTDPSVVMGTYFVEWGI 170
consensus !! !*!*! !!!! ! ! !!! !!* *!!!! *!!! ! !! * !!!!!! !! !!*!!!!!!! !! !! !!!!!!!!!!!

logo YGRDNFYTVDNI
MPADHNLTHI LYGF IP ICGPNESLVKSVGGNSFYNQALKQTACRTGVPDYEVVIHDPWAAYQKSFPSQAGHESFYNSSTP IKGNYAM

NTDB id 55058 OCV27 RS16035 WP 125319888.1 YGRDFTVDNIPAHNLTHILYGFIPICGPNESLKSVGGNSYQALKTACTGVPDYEVVIHDPWAAYQKSFSQAGHSFNSPIKGNYAM 255
NTDB id 1298 VP RS15510 WP 005482861.1 YGRNYTVDNMPADNLTHILYGFIPICGPNESVKSVGGNSFNALQTACRGVPDYEVVIHDPWAAYQKSFPQAGHEYSTPIKGNYAM 255
consensus !!! *!!!!*!!*!!!!!!!!!!!!!!!!!!*!!!!!!!**!! !!! !!!!!!!!!!!!!!!!!!!!*!!!! * *!!!!!!!!

logo LMALKQRNYPDELKI
V IPS IGGWTLSDPFYDFTVI

NKANRDI
TFVASVKKRFLKTTWKFYDGVDIDWEFPGGGGAAAPDKLGDPVNDGPAYVANLM

NTDB id 55058 OCV27 RS16035 WP 125319888.1 LMALKQRYPELKVIPSIGGWTLSDPFYDFTIKANRDIFVASVKRFLTTWKFYDGVDIDWEFPGGGGAAPDLGDPVNDGPAYVNLM 340
NTDB id 1298 VP RS15510 WP 005482861.1 LMALKQRNPDLKIIPSIGGWTLSDPFYDFVNKANRDTFVASVKKFLKTWKFYDGVDIDWEFPGGGGAAADKGDPVNDGPAYVALM 340
consensus !!!!!!! !*!!*!!!!!!!!!!!!!!!! !!!!! !!!!!!*!! !!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!! !!

logo

R
SELRAIMLDEQLEARDESTGRTYELTSAIGVGYDKI EDVNYADEAVQYMDYI FAMTYDFYGGWNNVPGHQTALYCGSTFMRPGQCDGSGVDEG

NTDB id 55058 OCV27 RS16035 WP 125319888.1 SELRIMLDQLERDSGRTYELTSAIGVGYDKIEDVNYAEAVQYMDYIFAMTYDFYGGWNNVPGHQTALYCGTFMRPGQCDGSGVDG 425
NTDB id 1298 VP RS15510 WP 005482861.1 RELRAMLDELEAETGRTYELTSAIGVGYDKIEDVNYADAVQYMDYIFAMTYDFYGGWNNVPGHQTALYCGSFMRPGQCDGSGVDE 425
consensus !!! !!! !! **!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo

D
NGEVAPYKGPAYTAGDNGIKQL IL ILADQGVPANKLVLGTAMYGRGWEGVTPDETLTDPNDPMTGTATGKLKGSTAQQGI

VWEADGVIDYKGI
VKSTFY

NTDB id 55058 OCV27 RS16035 WP 125319888.1 DGVPYKGPAYTGDNGIKLIIDQGVPANKLVLGTAMYGRGWEGVTPETLTDPNDPMTGTATGKLKGSTQQGIWEAGVIDYKGVKTY 510
NTDB id 1298 VP RS15510 WP 005482861.1 NGEAYKGPAYTADNGIQLLLAQGVPANKLVLGTAMYGRGWEGVTPDTLTDPNDPMTGTATGKLKGSTAQGVWEDGVIDYKGIKSF 510
consensus ! *!!!!!!!*!!!! !** !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!! !!*!! !!!!!!!*!**

logo MLGAPNKNTGI
VNGFEYGYDASQAEAPWVWNPRSTTGEQL IVTFDDDHRSVKLAVKGASYAVKRSLGLAGLFSWE IDADNGDI LNAMHEGLMAGGTVPVPQPV

NTDB id 55058 OCV27 RS16035 WP 125319888.1 MLGPNKTGVNGFEYGYDSQAEAPWVWNPSTGQLVTFDDDRSVKVKGAYVRSLGLAGLFSWEIDADNGDILNAMHEGLAGGTP..V 593
NTDB id 1298 VP RS15510 WP 005482861.1 MLGANNTGINGFEYGYDAQAEAPWVWNRTTGELITFDDHRSVLAKGSYAKSLGLAGLFSWEIDADNGDILNAMHEGMAGGVVPQP 595
consensus !!!*! !!*!!!!!!!! !!!!!!!!!**!! !*!!!!*!!! !! ! *!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! ****



logo NRAKPMTAANAGAPDQVSTVI
TGPSAS IVNVLMDGSQRSKSDLSDGTIAVSYAQWEQVASGI

T
A
PVSVLATGANTASKAVSTFDSAVASEVPTKVEVEKQLTFKNLKTVTDNDEGATAGST

NTDB id 55058 OCV27 RS16035 WP 125319888.1 NRAPMANAGPDVTVIGSASINMDGSRSSDLDGTIVSYQWEQVAGIPVSLTGANTSKVTFSVSEVPKVEKLTFNLKVTDNDGATGT 678
NTDB id 1298 VP RS15510 WP 005482861.1 NRKPTAAAGADQSVTGPASVVLDGSQSKDSDGTIASYAWEQVSGTAVVLAGANTAKASFDAAEVTVEEQLTFKLTVTDNEGATAS 680
consensus !! ! ! !!*! *! !*!!* *!!! ! ! !!!! !! !!!! ! *! ! !!!! ! *! !!* ! !!! ! !!!!*!!!**

logo DLVVVVTVKQPAKDGVVDKPGVNNSAP I
VAQRVSVAPADRTAVKNAGDEVVVVDASAGSSTDADNDPTLTFYNWDTI

LPQSGLKNAVDTI
V
D
NGASKRVSTF ITAASEYNPQDTSLLSF

NTDB id 55058 OCV27 RS16035 WP 125319888.1 DVVVVTVQPKD.VKPGNSAPIARVSAPDRVKAGEVVVVDASGSTDADNDPLTYNWDIPSGLKVDIDGARVSFIASEYNQDTSLLF 762
NTDB id 1298 VP RS15510 WP 005482861.1 DLVVVTVKPAGVVDPVNNAPVAQVVAPATANAGDVVVVDASASSDADNDTLTFNWTLPQGLNATVNGSKVTFTAAEYPQDTSLSF 765
consensus !*!!!!! ! *! ! ! !!*! ! !! !!*!!!!!!!*!*!!!!!*!!*!! *! !! * ! *!*! ! !!*!!!!! !

logo TVSVSDGLKASSLSASAVTI
VVVADKQHTKTDGPSGNGPGQTCDNAWDANSAS IVYNTGSGDNKQVTHWADGRKRETWEQAKRWWTKQGDDNPSKQSGEPWGVWEKDE I

VGPVANCNS IN
NTDB id 55058 OCV27 RS16035 WP 125319888.1 TVSVSDLKASSLASVTIVVDK..KGSGGGQCDNAWDANSIYNSGDKVTWDRREWQARWWTKGDNPSQSGPWGVWEDIGPANCSIN 845
NTDB id 1298 VP RS15510 WP 005482861.1 TVSVSDGKASSSASATVVVAQHTTDPNPGTCDNAWDASAVYTGGNQVTHAGKTWEAKWWTQGDDPSKSGEWGVWKEVGVANCN.. 848
consensus !!!!!! !!!! !! !*!! ** * *! !!!!!!! *! ! !!* * ! !*!!! !! !! !!*!!!! **!*!!! **

X non conserved

X similar

X ≥ 50% conserved


