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NTDB id 600 KW2 RS01765 WP 011675413.1 156
NTDB id 269 KZH43 RS08665 WP 001085462.1 AREAQKIAGGIWNAF IDAEHALDPEAY ALWAL GVN 155
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NTDB id 55051 PCC7418 RS02195 WP 015224539.1 |MR{eIFIe) Gy AIFNQKEN\GGAWPNAE DAEHALDPENY DMLGV JLL SQPD GEFALEIYY 148
NTDB id 1245 Cj1673c YP 002345041.1 EIYGPESSGKTT AIRSOKENGGUAMAF IDAEHALDUASY AJSQNL GV Ny D L SQPDEGEQALEI\Y 141
NTDB id 1211 C694 RS00795 WP 000963128.1 EIYGPESSGKTT AINMQKINGGUAMAF IDAEHALDYR:Y AJQALGV |y L SQPD GEQALEI)® 143
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NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VUCAF DAEHADPUYABRISLGV]Y ELM SQPD GEQALEI[S 142
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NTDB id 1074 ABD1 RS10195 WP 000344167.1 EIYGPESSGKTT INSAFIDAEHALDPNYAJANLGV  DRLL SQPDRIGEQALEIfA 141
NTDB id 1205 PSJM300 05545 AFN77183.1 EIYGPESSGKTT SQPD GEQALEIpN 141
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NTDB id 600 KWw2 RS01765 WP 011675413.1 DSVAALWYP G MGDSEVGLQAR . 235
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHMGDSHVGLQAR . 234
NTDB id 228 SPD RS09265 WP 001085462.1 GDMGDSHVGLQAR . 234
NTDB id 194 SPR RS08825 WP 001085462.1 GDHMGDSHVGLQAR . 234
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NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR . 221
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NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 223
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 223
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLEIAR . 229
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 237
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 221
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