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NTDB id 55048 PCC7418 RS00675 WP 051030509.1 .................MELTPNQINVAQIRNTDRGYELEVLASKEVPEGVYSDGKIIDPPTLADLIQETLSENNIKAKS 63
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQ 80
consensus ******************!*!! *!!!!* ! ! ** *!!!** *!!!*!*! !!**!!! !!!! ! !
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NTDB id 55048 PCC7418 RS00675 WP 051030509.1 VAAAVPMRDSMLNLIPVPAELSEEELRDVVLNQEAGLYLPYPIEEVDLDYQKLGYFPDEDGIEKVQVLLISTRREVTDTY 143
NTDB id 1411 SGL RS10685 WP 010872897.1 VATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSY 160
consensus !! !!!!!* ** **!!!!!! ! !!!!*!!!*!!*!!!!!! !!!!!!!!!!! !*!!!!!!!!!!!!* !!!!!!!*!
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NTDB id 55048 PCC7418 RS00675 WP 051030509.1 LDIFEQQVGLRMDALEINTVALIRTIREQLRQYPSQEAVVLVDIEFDNTELAIIVDGVPEFNRTIPIGTFQLQSALSRAM 223
NTDB id 1411 SGL RS10685 WP 010872897.1 LDTFQ.QAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAM 239
consensus !! ! *! !! *! !!!!* !!!!!!!!!!!!**! !! !!!!!!!! !!*!!!!!!!! ! !!*!!!!*!*! !!!!!!
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NTDB id 55048 PCC7418 RS00675 WP 051030509.1 RLPPSRNIETLQEMTLPISDKEA.KEETTPLNPGMNALQRVLGELTDEVRRSVDYYLNQSEGMEVVQMLLAGPGAGIGQI 302
NTDB id 1411 SGL RS10685 WP 010872897.1 NLPPSRNPEILQGMTIPVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQL 319
consensus !!!!!!*! !! !!*!** * * !**!!!!!!! !!*!!!!!!*!!!* *!!!!!! *!*!!*!!!!!!*!* !*
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NTDB id 55048 PCC7418 RS00675 WP 051030509.1 DAFFNQRLNIPTTQIDPVEALSLETEIDINNSQRPGLGTVLGLALKEI 350
NTDB id 1411 SGL RS10685 WP 010872897.1 DEYFTQRLSIPTVKIDPFEALAIDTDQNFSDIERPSLATVLGLGIREA 367
consensus ! *! !!! !!! !!! !!! **!* !! !*!!!!!***!

X non conserved

X similar

X ≥ 50% conserved


