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KFKEKRLVFNCTMATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEDEAVLEAGYSPNSLARNLRRNESKTIVATIVPDICD

NTDB id 1290 VP RS01235 WP 254894148.1 MTSSWQKF.ERLNTMATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEDAVLEAGYSPNSLARNLRRNESKTIVTIVPDICD 84
NTDB id 55034 OCU30 RS11335 WP 261821308.1 ..MHYPDFKKRVFCMATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEEAVLEAGYSPNSLARNLRRNESKTIVTIVPDICD 83
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 ..............MATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEEAVLEAGYSPNSLARNLRRNESKTIVAIVPDICD 71
consensus * * ** !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!

logo PYFSE I IRG I EDAAMEHGYLVLLGDSGQQKRKREHNSSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEFAPELELPTV
NTDB id 1290 VP RS01235 WP 254894148.1 PYFSEIIRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEFAPELELPTV 169
NTDB id 55034 OCU30 RS11335 WP 261821308.1 PYFSEIIRGIEDAAMEHGYLVLLGDSGQQKKREHSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEFAPELELPTV 168
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 PYFSEIIRGIEDAAMEHGYLVLLGDSGQQKRRENSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEFAPELELPTV 156
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HIDNLTSAFEAVNYLTQMLGHKR IAEQIASGPDKQHSTAVALCSQFRQHQGYQQALRRAGLI STKMDNEPDQTYSCMTVFISTGEDFTSFDEGAGAHKI
AVTRKQLLEALPQEAPQPTAI

NTDB id 1290 VP RS01235 WP 254894148.1 HIDNLTSAFEAVNYLTQLGHKRIAQISGPDTAVLCQFRQQGYQQALRRAGISKDPQYSVITEFSFDGGAKAVRKLLELPEPPTAI 254
NTDB id 55034 OCU30 RS11335 WP 261821308.1 HIDNLTSAFEAVNYLTQMGHKRIAEIAGPKSAALCSFRHQGYQQALRRAGLTMNEDYCMSGDFSFEAGAHIVTQLLALPQAPTAI 253
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 HIDNLTSAFEAVNYLTQLGHKRIAQISGPQHAALCQFRHQGYQQALRRAGITMNPTYCTFGDFTFEAGAKAVRQLLALPEQPTAI 241
consensus !!!!!!!!!!!!!!!!!*!!!!!!*!*!! *!*!!*!!*!!!!!!!!!!!***** !** **!*!**!!**!**!!*!!* !!!!

logo FCHCNDTMAIGAIQKEAKRLGLRVPQDLSVVGFDDINQFAQYCDPPLTTI SQPRYE IGRQAMLMMLDEVLLKRGHDVHQRSAGSRLLDEATSKLVVR
NTDB id 1290 VP RS01235 WP 254894148.1 FCHCDTMAIGAIQEAKRLGLRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLELLKGHDVHSGSRLLETKLVVR 339
NTDB id 55034 OCU30 RS11335 WP 261821308.1 FCHNDTMAIGAIQKAKRLGLRVPQDLSVVGFDDIQFAQYCDPPLTTISQPRYEIGRQAMLMMLDVLRGHDVQAGSRLLDASLVVR 338
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 FCHNDTMAIGAIQEAKRLGLRVPQDLSVVGFDDIQFAQYCDPPLTTISQPRYEIGRQAMLMMLELLRGHDVRAGSRLLETKLVVR 326
consensus !!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!*!!!! *!!!!!***!!!!
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NTDB id 1290 VP RS01235 WP 254894148.1 GSAAPPQRA. 348
NTDB id 55034 OCU30 RS11335 WP 261821308.1 ESTAPPRSVQ 348
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 ESAAPPSKK. 335
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