logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408
625
115
1313

55031 CYAN10605 RS05605 WP 015218968.1

1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1

LCA RS02525 WP 011374196.1

BSU 16940 NP 389576.2

DR RS12030 WP 010888966.1

Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

MATKX. ....KTNFDDITKKYGA
MAKK . . ... PKKLEEISKKFGA

.MAKK..... PKKLEEISKKFGA
.MAKK..... PKKLEEISKKFGA
.MAKK..... PKKLEEISKKFGA
.MAKK..... PKKLDEISKKFGA

MAKK..... PKKLDEISKKFGA
MAKK..... LKKNEEITKKFGD
MAKR..... IKKTEEITKKFGD

....... MSKDATKEISAPTDAK
.TSTMAQNP
.................... MDDN

.......... MAK..TETTSPND
.MAENKKSSKNNT. .VVKQVEPEQ

NKA BIBA |8 I KWFGKG
KA BIMA 1 I KYYFGKG

IEKWFGKG
IEKEFGKG
IEKEFGKG
IEKEFGKG

IEKWFGKG
IEKWFGKG

A

A

kok ok okl kokk

A
AT M
A

MRLG
IMR G
IM LG

x::nﬂm:nnzm:naaw:>

N
ABVIIREBK .
VURLG |98

IM
IM

IM
IM

IMRLG
MRLG
MRLG

nnnnnnnninn sl RN NEE N 0 W0 KN 0NN NN

* 1 k%

NETEN

Y




V V | LE[ o YA
VP EOSCRTT o P IAEEALDR: e e L4 D RYAL

NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT DELL 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT AMENQKIAGGINNAF IDAEHALDPINY ALWNALGVN DELL SQPD 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT AMINQKIAGGINNAF IDAEHALDPI\Y AINNALGVN DELL SQPD 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT AMFNQKINGGIWNAF IDAEHALDPE\YAIWALGVN DELL SQPD 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT AMINQKINGGIWNAF IDAEHALDPI\Y AIWNLGVN DELL SQPD 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT AMFN\QKIAGGIWNAF IDAEHALDPI\YAIWALGVN DELL SQPD 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 I EIYGPESSGKTT AMENQKINGGINNAF IDAEHALDPINY ALWALGVN DELL SQPD 153
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT AMPNQKIAGGIWNAF IDAEHALDPE\Y ARWNLGVN DELL QPD 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT AMFAQKDIGGIWNAF IDAEHALDPEA\YAIWALGVN DELL SQPD 153
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AIRAYQK[R]G GENA IDAEA DPIAYARWALGVN D LL SQPD 140
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIYQNRIGGEFYAF IDAEHALDPNYY A[JIMLGVN ELL SQPD GEQALEIJ 138
NTDB id 1313 DR RS12030 WP 010888966.1 IEIYGPESGKTT AQKGGAFIDAEHALDPYALGVNDELL SQPDNGEQALE Tl 152
NTDB id 55031 CYAN10605 RS05605 WP 015218968.1 IEEARACIANII) SN AIMYQKINGG)WNAF DAEHALDPHYY EWALGV DlLL QPDGEALEI 145
NTDB id 1245 Cj1673c YP 002345041.1 I EIYGPESSGKTT AINGOKINGGUIGAF IDAEHALDYVALY AL G VNEN D L SQOPDRIGEQALETIW 139
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINEOKINGGNAMAF IDAEHALDYA:Y AQT.GV |y L SQPD GEQALEI|R 141
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINGUQOKINGGNAMAF IDAEHALDYR:Y AGUL.GV iy L SQPD GEQALEI|R 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AQKGGAFIDAEHA.DYALG N EL SQPDNGEQALETJN 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDNGEQALEI[® 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT VAGAF DAEHAIRDPMY AIRYL G VIS ELM SQPD GEQALEI[# 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT VAGAF DAEHAIRDPMY AINIL G VI ELM SQPD GEQALEI[e 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT VAGAF DAEHAIRDPMY AIRYL G VI ELM SQPD GEQALEI[e 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INWAFTDAEHALDVERY ADILL. G V)Y ﬁ LL SQPD GEQALETIJY 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 I EI GPESSGKTT IGNMAF IDAEHALDPWYAISULGVN DELL SQPD GEQALEI[# 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT ISNGAF TDAEHALDPNYAIQSL.GVN DELL SQPD GEQALEI[¢ 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT INMAFIDAEHALDP[R]Y AGASLGV DIJLL SQPDIIGEQALETI)Y 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT INGAFIDAEHALDP[]Y ARASLGV DNLL SQPDRIGEQALETIY 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQALEIpN 139
consensus L I S I T R T Y S * % | | * [ B I R R [ Plokskokorsk Dok DL D | Dk x|



» NS

50, 5 L Sl ol INURAVY. E T P

NTDB id 600 KWw2 RS01765 WP 011675413.1 G MGDSEVGLQAR 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR 232
NTDB id 228 SPD RS09265 WP 001085462.1 GDMGDSHVGLQAR 232
NTDB id 194 SPR RS08825 WP 001085462.1 GDIGDSHVGLQAR 232
NTDB id 159 SP RS09750 WP 001085462.1 GDMGDSHVGLQAR 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDIGDSHVGLQAR 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDIGDSHVGLQAR 232
NTDB id 453 Spy49 1753c ACI62003.1 GDMGDSHVGLQAR 232
NTDB id 408 SMU RS09530 WP 002262392.1 GDH§GDSHVGLQAR 232
NTDB id 625 LCA RS02525 WP 011374196.1 VVDSVAALVP G MGD HVGLQAR 219
NTDB id 115 BSU 16940 NP 389576.2 VVVDSVAALVP GDMGDSHVGLQAR 217
NTDB id 1313 DR RS12030 WP 010888966.1 VVVDSVAALRP GDMGDS|REGLQAR 231
NTDB id 55031 CYAN10605 RS05605 WP 015218968.1 |(AAMEAFVIRSZ G MGDJHNVGLQAR 224
NTDB id 1245 Cj1673c YP 002345041.1 VVDSVAALpP GDMGDNHVGLQAR 219
NTDB id 1211 C694 RS00795 WP 000963128.1 VVVDSVAALgP GDMGD[NHVGLQAR 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VVVDSVAALpNP GDMGD[NHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 VVVDSVAALpYP GDMGDS  GLEIAR 227
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALpYP GDMGDSH GLQAR 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR 219
NTDB id 1123 O0K783 RS03845 WP 003688695.1 GDMGDSHVGLQAR 219
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALVP MGD [WEGLQAR 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALpNP MGDSH GLQAR 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALpP MGDSH GLQAR 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALgYP MGDSH GLQAR 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALpP MGDSH GLQAR 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALVP MGD HVGLQAR 218

consensus

kx ok kk kX



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408
625
115
1313

55031 CYAN10605 RS05605 WP 015218968.1

1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1

LCA RS02525 WP 011374196.1

BSU 16940 NP 389576.2

DR RS12030 WP 010888966.1

Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

R e TR e

GDNKTQ
DQK
DQK
DQK

CGV..
TGS....
TGS. ...

2o li=ci=c = s =S R-~ = e = = s =" -c - s = v = vl =c i =c = s =)

eeegpggHHe

* 1 loskskk | x

IMGSTKIEEGS.
IMGNTQIKGTG.
IGNTQIKGTG.
IMGNTQIKGTG.
BIGNTQIKGTG.
IMGSTQIKGTG.
IMGSTQIKGTG.
GTTQIKGTG.
IMGNTQIKGTG.

.KDG
.KKG
.KKG
.KKG
.KKG
.KEG
.KEG
.KEG
.KEG
.KEG

TN

.L.KQNEQH
SLSDTGKIKDKSGEV

EI
EV
EV

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KIVKNKVARPF
KVRKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AEPF
KVVKNK ARPF

KVVKNK APPF
KVVKNK APPF
KVVKNKVAPPF
$1k LLL Lol bk %

IM GEGISEMGEL
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IfHYGEGIS
IMYG GIS
IMYGEGIS
VK

Iy GRIGIS
M GEG S
IM GEGIS
IM GEGIS
IMYGEG S
IMYGEGIS

kxk x| x * %k

) Spe D

UOUU!XN:XWXWN!XZ

ol At

312
311
311
311
311
311
311
311
311
294
292
307
300
294
296
296
307
310
294
294
294
302
293
293
293
293
293



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408
625
115
1313

55031 CYAN10605 RS05605 WP 015218968.1

1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1

LCA RS02525 WP 011374196.1

BSU 16940 NP 389576.2

DR RS12030 WP 010888966.1

Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

o el

EeorEeRP E L ieers VEEEV. LDLODELEIE
LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED. .. ..
IDGEEVSEQDTENKK ....PKKEEA. .VNEEVPLDLGDELEIE
IDGEEVSEQDTENKK ....PKKEEA. .VNEEVPLDLGDELEIE
IDGEEVSEQDTENKK . .PKKEEA..VNEEVPLDLGDELEIE
IDGEEVSEQDTENKK . .PKKEEA..VNEEVPLDLGDELEIE
IDGEEIAES. .. .KK ..AAQVDS..VNEEVTLDLGDELEIE
IDGEEAAES. .. .KK ....VAQVDS..VNEEVTLDLGDELEIE
LEESEEESAMAVASE....... E....... TDDLALDLDNGIEIE
IEEDNTEEKQSSKEK....... ETDEK. .ADKNLVLELDDTIELE
SDVPEEDLPTTEDE.QI.NILPDDST..... EE............
DNNGVVQQQAEETQE.L.EFE.E ......................

MAATRAGNAGEAPALAP.APAAP.EAA. ... ... .. EA.............

EleE |k R
I EIL

) =N 0N NN N NN =2

ESTESNEEIMPLPDE. .PLEEM . E..........ooomnnnennn. ..
ESI[@SNEEIMPLPDE. .PLE

DVEE...... FSEEEL...........

............. PEE.............

............. PEE.............

............. PEE.............
IMEMLLNPENMQLIAETSSAADBV.EFGA...... VPEEF............
IMEMLLNPENMQLIAETSSAADBV.EFGA...... VPEEF............
IMEQLLTKASDQTAA.HDETEEEP.DLL........ ES..... ... ... ...
IMEQLLTTGTNGAVQ.I.EDEEEP.DLL........ LES.............

RAKLLITSANTKATPVAEDLA A.DI. ... e
* % *

387
385
385
385
385
381
381
377
382
355
348
363
356
343
347
347
343
372
348
348
348
352
354
354
349
349
347



logo

LEE
NTDB id 600 KWw2 RS01765 WP 011675413.1 R 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388
NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384
NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 625 LCA RS02525 WP 011374196.1 .. 355
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 1313 DR RS12030 WP 010888966.1 c. 363
NTDB id 55031 CYAN10605 RS05605 WP 015218968.1 ... 356
NTDB id 1245 Cj1673c YP 002345041.1 R 343
NTDB id 1211 C694 RS00795 WP 000963128.1 c. 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 R 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 R 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 c. 348
NTDB id 1123 O0K783 RS03845 WP 003688695.1 - 348
NTDB id 1427 RS RS02760 WP 011000510.1 c. 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 c. 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R 349
NTDB id 1205 PSJM300 05545 AFN77183.1 .. 347

consensus

X non conserved
B similar
>507% conserved



