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NTDB id 55029 CYAN10605 RS04550 WP 015218770.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
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NTDB id 55029 CYAN10605 RS04550 WP 015218770.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
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NTDB id 55029 CYAN10605 RS04550 WP 015218770.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
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NTDB id 55029 CYAN10605 RS04550 WP 015218770.1 .........................MT.............QTPISSASKE.KLKTALVS..PDYFNPFGNKLIQAGYIDK 39
NTDB id 1410 SGL RS13950 WP 010873519.1 ...........................................MTSSSSS.KKSRAVAL..RNYFSPFGNKLVAGGHVDA 34
NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
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NTDB id 55029 CYAN10605 RS04550 WP 015218770.1 EDLKRALVQVRNT...............................KQPLVKILENITHKALSPELVRQYKQHQLFELKILY 88
NTDB id 1410 SGL RS13950 WP 010873519.1 EQLRQALVQVKKT...............................GRSLPEELKAVTGRELSPELLRQYKKNQLFELKVLY 83
NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDT..LVQSGKLRPEALAQAVAT.......QL 388
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDT..LVQSGKLSPEMLARSLAA.......QL 388
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NTDB id 55029 CYAN10605 RS04550 WP 015218770.1 GVDCVDPESEEIAADQMTDLIESIMGVQVCRRHKLLPLRRIEGEPPVIVVAMVNPDDLQALDDVKKILRAKGLD..LQRI 166
NTDB id 1410 SGL RS13950 WP 010873519.1 GVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFE..LRRL 161
NTDB id 1028 TT RS08215 WP 011173991.1 GYPYVDPEEDPPDP.....GAPLLLPEDLCRRYGVFPHRLEG...NRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPA 460
NTDB id 1306 DR RS10060 WP 027479822.1 GYEFLDPIQNPPDP.....KVALMIPEATARRYVVVPVRLQG...NSLVVAMKDPRNVFALDDLKLITG.....KEILPA 455
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NTDB id 55029 CYAN10605 RS04550 WP 015218770.1 VITEEDFDKLINRFYEEDKQRQKREEELKEKQKLDQLGDVSDIVDDLDHDLDEAEDENPDGDLTSNDANQAPIIKLVNKI 246
NTDB id 1410 SGL RS13950 WP 010873519.1 VVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDK.EDVDNALDSNDANQAPVINLVNKI 240
NTDB id 1028 TT RS08215 WP 011173991.1 VATEAAITKLIERFYGKAELSEIAKEF.AKKQAE.......................EEV..PSPLELDESAAQKFVKQV 514
NTDB id 1306 DR RS10060 WP 027479822.1 VMAEKDIIRLIERYFGEKGFEKLNKEL.AERNKT.......................QQSQEADLSVADESAIVQVVDSI 511
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NTDB id 55029 CYAN10605 RS04550 WP 015218770.1 LIKALQEGASDIHVEPQETRMRVRLRKDGVLREYF.TLPKHITTAVVARFKIMAELDIAERRLPQDGKIRRVFQGRNVDF 325
NTDB id 1410 SGL RS13950 WP 010873519.1 LAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDF 320
NTDB id 1028 TT RS08215 WP 011173991.1 IREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYS.TLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREGAIDVDL 593
NTDB id 1306 DR RS10060 WP 027479822.1 IREAALQDASDIHIETTEDAVKVRYRIDGALREQN.SFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSIDLDL 590
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NTDB id 55029 CYAN10605 RS04550 WP 015218770.1 RVNCLPSRYGEKVCLRILDNSATQLGLDFLISDEETLAKVRDIASRPFGLILVTGPTGSGKSTTLYSILAERNDPGVNIS 405
NTDB id 1410 SGL RS13950 WP 010873519.1 RVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNIN 400
NTDB id 1028 TT RS08215 WP 011173991.1 RLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQ 673
NTDB id 1306 DR RS10060 WP 027479822.1 RLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTT 670
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NTDB id 55029 CYAN10605 RS04550 WP 015218770.1 TAEDPIEYALEGITQVQVIREKGMDFASILRAFLRQDPDIILVGETRDAETAKTAIEAALTGHLVLTTLHTNDAAGAIAR 485
NTDB id 1410 SGL RS13950 WP 010873519.1 TAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIAR 480
NTDB id 1028 TT RS08215 WP 011173991.1 TIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITR 753
NTDB id 1306 DR RS10060 WP 027479822.1 TIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTR 750
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NTDB id 55029 CYAN10605 RS04550 WP 015218770.1 LDEMGVEPFMISGALLGVLAQRLMRRVCSECKIAYVPTKEELARFGLSVSGEESVTFYKANTLSGEALQQAQANGTVCQK 565
NTDB id 1410 SGL RS13950 WP 010873519.1 LDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQK 560
NTDB id 1028 TT RS08215 WP 011173991.1 LDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETLRRLGLSEAEIQGARL...............YKGMGCER 818
NTDB id 1306 DR RS10060 WP 027479822.1 LEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDIRGANL...............MRGTGCPR 815
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NTDB id 55029 CYAN10605 RS04550 WP 015218770.1 CGGGGYKGRVGVYEFMVMSEELQKLINRGATTDMIKEKAV.EEGMVTILAYSLNLVRQGHTTLEEVERVTFTDSGLEAEL 644
NTDB id 1410 SGL RS13950 WP 010873519.1 CSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAV.EEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEM 639
NTDB id 1028 TT RS08215 WP 011173991.1 CGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE........ 889
NTDB id 1306 DR RS10060 WP 027479822.1 CGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS........ 887
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NTDB id 55029 CYAN10605 RS04550 WP 015218770.1 KAKRKSSLTCSGCGAELQQEWLDCPYCMTPRFSE 678
NTDB id 1410 SGL RS13950 WP 010873519.1 RAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
NTDB id 1028 TT RS08215 WP 011173991.1 .................................. 889
NTDB id 1306 DR RS10060 WP 027479822.1 .................................. 887
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