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NTDB id 55018 ANACY RS21510 WP 015216329.1 MTYSSPQRRSTALTTRTEFSPFGNKLVQSGYINSEQMKQALIESRKSGKMLTDVLESITGQQLSPEFLREYKKQHLFELKILYGV 85
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELKVLYGV 85
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TCRRFHKRFLLVPLASQRHQDEGKDTPPSYVLVAMVDPDNLAEAQSDDELNR I LRNVKQGNFLESLQRRLMVI
VTQDEDFYNQ

NTDB id 55018 ANACY RS21510 WP 015216329.1 EFLDPEVNQIGDLMVSQLIETLIPVDICRRHRLVPLSRHDEKTPPYVLVAMVDPDNLEASDDLNRILRNQNLSLQRMVITQEDYQ 170
NTDB id 1410 SGL RS13950 WP 010873519.1 DSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQ.EGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRRLVVTQDDFN 169
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NTDB id 55018 ANACY RS21510 WP 015216329.1 QLINQYLDE...FAVKQKQLEQEKFTDVGQDLVDIENLNDEEVAEDK.DADINASIKDAEDAPIIKLVNRILFKALHEGVSDIHI 251
NTDB id 1410 SGL RS13950 WP 010873519.1 QLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKILAKALQEGTSDIHV 254
consensus !!* !! **** ! *!!* ! *!! !! ! **!!!*! ! !! !!*! !!!*!! !!!*!! !!!!*
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NTDB id 55018 ANACY RS21510 WP 015216329.1 EPQEENLRIRFRKDGVLREAFPAMPKKIILAVTARFKIIANLDIAERRLPQDGRIRRLFEGRKVDFRVNTLPSRYGEKVVLRILD 336
NTDB id 1410 SGL RS13950 WP 010873519.1 EPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDFRVNTLPSRYGEKVCLRILD 339
consensus !!!!! !!!!!!!!!!! !!***!*!! *!! !!!!!*! *!!!!!! !!!!*!!!** !!!!!!!!!!!!!!!!!!!*!!!!!

logo NSASTQLGLDFKL ITDNPETLHQI
TVQRDELMAVASRPFYGL IMLVTGPTGSGKSTTSTLYSAVLAEKRNDSPEGI

VNINSTAVEDP I EYASLPGITQVQVIREKGLM
NTDB id 55018 ANACY RS21510 WP 015216329.1 NSSTQLGLDKLITDPETLHIVQDMVSRPFGLILVTGPTGSGKTTSLYSALAEKNDPGINISTVEDPIEYSLPGITQVQVIREKGL 421
NTDB id 1410 SGL RS13950 WP 010873519.1 NSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINTAEDPIEYALPGITQVQVIREKGM 424
consensus !! !!!!!! !!! !!!!* ! ** !!*!!*!!!!!!!!!!*!*!!! !!!*! ! *!! ! !!!!!! !!!!!!!!!!!!!!*

logo DFSNTAI LRAFLMRQDPDVI
LLVGETRDKETAKTAI EAALTGHLVLTTLHTNDAAPGAIARLDGEMEGI

VEPFMVSGSSL ILGVLAQRLMVRKRVCST
NTDB id 55018 ANACY RS21510 WP 015216329.1 DFSTALRAFLRQDPDVLLVGETRDKETAKTAIEAALTGHLVLTTLHTNDAPGAIARLGEMEIEPFMVSSSLIGVLAQRLVRRVCS 506
NTDB id 1410 SGL RS13950 WP 010873519.1 DFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLDEMGVEPFMVSGSLLGVLAQRLMRKVCT 509
consensus !!! !!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !! *!!!!!! !!*!!!!!!!*!*!!*

logo ECR IAPYHTPSTKTEELASRFYGLSASGTDEVGVI
VTFYKANSLLSPDEAE IAHELAQRQSKGNNQLCQKCNSGSVGYKGRVGVYEVMRI
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NTDB id 55018 ANACY RS21510 WP 015216329.1 ECRIPYTPTTEELARYGLSASTDVGITFYKANSLLPEAIAEAQSKNQLCQKCNGVGYKGRVGVYEVMRITETLQTLINEDAPTER 591
NTDB id 1410 SGL RS13950 WP 010873519.1 ECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDR 594
consensus !!!!*!*!* !!! !*!!!!! ! *!!!!!!!! !* !* ! ! *!!!!! ! !!!!!!!!!!!!! *! * !!! !*!*!



logo IKDECVAVEEGMI
KTLLAYSLDNLVQREQGAYTTLEEVDERVTFTDTGLEASELMKRAKRKSAGLTCKRTCADAETLQQEWLDCPYCMTPSRFQSD

NTDB id 55018 ANACY RS21510 WP 015216329.1 IKEVAVEEGMKTLLAYSLDLVRQGATTLEEVDRVTFTDTGLEAELKAKRKSGLTCKTCDATLQQEWLDCPYCMTPRFQD 670
NTDB id 1410 SGL RS13950 WP 010873519.1 IKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
consensus !!**!!!!!! !!!!!!! !! ! !!!!!!*!!!!!!!!!! !**!!!!!*!!!*!! ! !!!!!!!!!!!!!*!! *
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