
logo

MQSEQLPQKSRYLLMVEDTASVAAVLYRSYLKTPLDIDINIVGTGKRDEAI
L
D
ES ILEGKRREPDL I LLDLRLPDMTGMDVLHYAEVKERKSY

NTDB id 54992 OCU74 RS10810 WP 087479736.1 MQSEQLPQKSRYLLMVEDTASVAVLYRSYLKPLDIDINIVGTGKEALDSLEKREPDLILLDLRLPDMTGMDVLHEVKRKY 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
consensus **************!!!!!!!!! !!!!!! !!!!!!!!!!!!**!**!* *!!!!!!!!!!!!!!!!!!!!!* !! !

logo PDVP I
V
I
VFMTAHGS IDTAVEAMRHYGAQDFL IKPCEADRLRVTVNNAIRKASKI

LKNSDESVDDNPKRNSQNYQGF IGSSQTMQAVYRT
NTDB id 54992 OCU74 RS10810 WP 087479736.1 PDVPVIFMTAHGSIDTAVEAMRYGAQDFLIKPCEADRLRVTVNNAIRKASKIKSESDDPRSQNYQGFIGSSQTMQAVYRT 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVD.NKNQNYQGFIGSSQTMQAVYRT 145
consensus !!!!**!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! * !*** !!!!!!!!!!!!!!!!!!!

logo IDSAAASSKAS I F ITGESGTGKEVCAEAI
VHAASKRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAATDERQGAAEALADG

NTDB id 54992 OCU74 RS10810 WP 087479736.1 IDSAAASKASIFITGESGTGKEVCAEAVHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATDRQGAAELADG 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADG 225
consensus !!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!

logo GTLFLDELCEMDLDLQATKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAE
NTDB id 54992 OCU74 RS10810 WP 087479736.1 GTLFLDELCEMDLDLQAKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRE 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRA 305
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RGDDVI E IAYSLLGFYMSKEEEGKDFVRLASAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEQGKRE ITLDMLPPPLNKQMPKSAENP I
Y
L
N

NTDB id 54992 OCU74 RS10810 WP 087479736.1 RGDDVIEIAYSLLGYMSKEEEKDFVRLAAEVVERFRQYEWPGNVRQLQNVLRNVVVLNQGKEITLDMLPPPLNKPKENYL 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPIN 385
consensus !!!!!!!!!!!!!!*!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!!!!!!!!! * *

logo

RL
R
A
V
L
QPLMAMEHEKNKPVS IVHE I FPLWMTEKMQAI ENQAIDEACDEGNIPKRAAGTYLDEVSPSTIYRKLQSTWNAEEKEVKAEKEKER

NTDB id 54992 OCU74 RS10810 WP 087479736.1 RLVQPMMEEKKPSIHEIFPLWMTEKMAIENAIDACEGNIPKAAGYLEVSPSTIYRKLQSWNAEEKA..... 466
NTDB id 1157 A1552VC RS03895 WP 001888250.1 .RALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus * !* *! !*!*!!!!!!!!!!! !!!*!!*!!*!!!!*!! !!*!!!!!!!!!!!*!! ! *****

X non conserved

X similar

X ≥ 50% conserved


