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PASDAPSHP AAPRR 2V PRA ARV 174
PAPDAPSHP AAPRR PUaAINAPY 174
QNNNFNGGNATR QPAQKPAAQAEPPM 180
QTASRPA. . . QQAAKQAAKFAQINAIIY 178
. GNQFSGGAFSREQQSAPAAPSNIAIY. 178
.SQPVQQ.PNHQEQQSAPEEQY NIAIZU . 177

.QHQPM. . QSAPQQYS PQYNEPPM 177
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X non conserved
B similar
Bl >50% conserved

138
138
144
145
144
144
146



